Supplementary Figure 2

Enrichment plot: DANG_REGULATED_BY_MYC_UP
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Enrichment plot: KARLSSON_TGFB1_TARGETS_UP
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Enrichment plot: PID_HIF1_TFPATHWAY
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Representative GSEA enrichment plots for the MYC, TGFB1, and HIF1 gene sets for 9 pairs of NFs and CAFs.
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