Sacl T7 promoter mRosa26 guide

5’ --GAGCTCTAATACGACTCACTATAGGGGACTGGAGTTGCAGATCACGGTTTTAGAGCT
3’ --CI'CGAGATTATGCTGAGTGATATCCCCTGACCTCAACGTCTAGTGCCAAAATCTCGA

AGAAATAGCAAGTTAAAATAAGGCTAGTCCGTTATCAACTTGAAAAAGTGGCACCGAGT
TCTTTATCGTTCAATTTTATTCCGATCAGGCAATAGAAGAACTTTTTCACCGTGGCTCA

KpnI

CGGTGCTTTTTTGGTACC---3"
GCCACGAAAAAACCATGG---5"
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# # # # b3
M1 W1 W241 42 43 44 45 46 47 48 49 50 51 52 53 54 55 56 57 59 60 61 62 63 | M1 64 66 67 P

214bp

# # #

#
M1 W1 W2 41 42 43 44 45 46 47 48 49 50 51 52 53 54 55 56 57 59 60 61 62 63 y M1 64 66 67 P

F4-R1

4




Dual-labeled real-time PCR
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#22.3" ---AGCAACAGGG-------TTAAAGCTAATATGCG TTCTGCAGATATC---ATCAG_
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