K % TRAN PHUONG DUNG

BELIE L

BERAHFOEM 7

FRRE5ES HHFE6068 %5

2MBEEOBAT 20194 9H25H

FRIREOEY  REAGRTFER RGP FEHL
(SAALBLRIEE 4 26585 1 THR% )

Studies on genetic diversity of Japanese and Vietnamese melon germplasm by using molecular
PRI DOBEE  markers
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Melon (Cucumis melo L.) is one of the most economically important horticulture crops. Broaden genetic base
for breeding melon cultivars with high yield, high quality and disease resistant is required. Asia is one of diversity
centers of melons. East Asia melons are accepted to be the divergence selection under the bottleneck effect. East Asia
melons are characterized by two varieties conomon and makuwa. Japan is one of countries located in East Asia so that
the Japanese traditional melon belongs to Groups Conomon and Agrestis, among which the latter is weedy, feral or free-
living melon and has bitter taste. However, many F1 cultivars of netted melons are available which were established by
utilizing various genetic resources of domestic and foreign origins and its structure has been known limited. Therefore,
analysis of genetic diversity of Japanese melon is required. In our study, fifty-seven melon accessions from three
horticultural groups were examined by using 24 RAPD (Random Amplification of Polymorphic DNA) primers.
Japanese melons can be divided into two types (netted melons and group Conomon). Netted melon had close relationship
with England glasshouse type which classified as var. reticulatus. Furthermore, our result confirmed that England
glasshouse type established from the hybrids between European cantaloupe and Group Inodorus which is prominent by
cultivar “Earl’s Favourite” — one of netted melons successfully adapted in Japanese condition. Meanwhile, group
Conomon was formerly classified as var. makuwa and var. conomon, both of which have a long history of cultivation
and utilization in East Asia.

PCR-based markers, especially RAPD and SSR (Simple Sequence Repeats), have received much attention in
melon diversity analysis; however, RAPD markers are dominant markers and incapable to detect heterozygote; also,
difficult to reproduce RAPD profile between different laboratories due to their lack of specificity. In contrast, SSR
markers often require high resolution and laboratory intensive techniques. Therefore, genetic diversity analysis requires
a new type of marker targeted to specific sites and needs no manipulation of amplified products for polymorphism
detection. We are successful to covert eight RAPD markers into RAPD-STS (Sequence Tag Site) markers which can be
used for analysis of genetic diversity of melons. Two RAPD-STS markers A20 and B99 showed polymorphism with
different sizes of fragment; while the remaining markers (A22, A31, A57, B15, B71 and C00) showed presence/absence
polymorphism. Validation of these eight markers using 41 melon accessions indicated the applicability of them.
However, the number of markers successfully converted was still limited, hence they are not enough to be applied as

the independent set for genetic diversity analysis.
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