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Group of Plant Light Acclimation Research
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Our group has been studying the mechanism of plant
adaptation to environmental stresses at the molecular
level, with focus on chloroplasts that participate in the
energy transfer system in photosynthesis.

1. Plant adaptation mechanism for photoinhibition

Efficient degradation of D1 protein in the repair cycle
of photosystem II is important to avoid photoinhibition.
FtsH, an ATP-dependent metalloprotease in thylakoid
membranes, plays a key role in this process. On the other
hand, light-induced phosphorylation of D1 is suggested
to regulate D1 degradation, provided that phosphorylated
D1 may be a poor substrate of proteases. We assayed the
phosphorylated-D1 level in mature leaves of Arabidopsis
var? (lacking FtsH2) under light using immuno-blot against
anti-phosphothreonine antibodies. These assays showed
that the phosphorylated D1 was readily accumulated in
the var2 mutant compared with wild-type, suggesting the
connection between D1 degradation and phosphorylation.
We further attempt to assess the role of phosphorylation
mediated by a novel kinase in D1 degradation. Currently
we are analyzing the phenotype of the double mutant
lacking FtsH2 and the kinase.

2. The leaf variegated mutant accumulates ROS and

exhibits pathogen resistance

Leaf variegation is derived from a formation of sectors
that contain either chloroplasts or undifferentiated
plastids. Due to the presence of chlorophyll-deficient
white sectors, leaf variegation negatively affects
photosynthetic capacity and growth. However, because
leaf variegation is naturally found in many plant species,
it might be advantageous for plant survival to compensate
for lack of photosynthetic activity. Arabidopsis leaf-
variegated mutant var2 causes the accumulation of ROS
in chloroplasts of green sectors, while ROS acts as a
bactericide. Interestingly, both green and white sectors
repressed proliferation of pathogenic bacteria, although
the increased resistance was not associated with higher
levels of salicylic acid or defense-related genes. We
will propose a novel plant resistant mechanism against
pathogen in variegated plants.

3. Molecular mechanism of organellar DNA degradation

during pollen development

Drastic degradation of organellar DNAs is known to
occur during pollen maturation. This degradation process
is easily visualized by staining organellar DNAs with a
DNA-specific fluorescent dye, DAPI, but the underlying
molecular mechanism for organellar DNA degradation
remains unknown.. We focused on the pollen maturation
process and screened for mutants defective in organellar
DNA degradation. We isolated Arabidopsis mutants
in which DAPI-stained signals were observed in the
cytoplasm of pollen vegetative cells. Such signals were
not observed in the wild type. Phenotypic analysis of the
mutants and functional analysis of the responsible genes
are currently in progress.

4. Molecular mechanism underlying the morphological

diversity of starch grains among plant species

Starch is a biologically and commercially important
polymer of glucose and is synthesized to form starch
grains (SGs) inside the plastids (amyloplasts). Despite
the simple composition of glucose polymer, SG exhibits
various morphologies and sizes depending on plant
species. However, the molecular mechanisms underlying
this SG diversity remain unknown. To answer this
question, we are now analyzing several rice mutants
defective in SG morphologies.
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We have been studying the physiological function and
diversity of cells during plant growth at the molecular
level using biochemical techniques.

1. Viability of barley seeds after long-term exposure to

outer side of the international space station

Storage of seeds for cultivation of plants in space is
necessary for supply of food for astronauts staying
in space for a long period. Although seed viability is
maintained under low temperature and low humidity
under climate control systems on the ground, material-
saving and energy-saving systems for seed storage are
necessary to realize long-term habitation in space because
the shipping capacity of construction materials from the
Earth and electrical power for seed storage facilities are
limited in space. However, the current understanding of
the effects of outer space environment on the biological
property of seeds is limited and it is difficult to estimate
the level of protection necessary to maintain seed viability
in outer space. To determine the effects of outer space,
we packed seeds of malting barley ‘Haruna Nijo" in a metal
container for exposure outside of the Russian docking
station ‘Pier’ of International Space Station (ISS). After
exposure for 13 months without a climate control such as
temperature- and humidity-maintaining systems, the seeds
were transported to the Earth. The space-stored seeds
showed a germination rate of about 82%, but lost about
20% of their weight by the exposure. The germinated
seeds showed normal growth, heading and ripening like
the ground-stored seeds. The agronomic properties
(culm length, ear length, number of grain, number of ear,
ripening rate, grain weight) of the grown barley, and the
germination rate and agronomic properties of the next
generation barley were not significantly different from
those of the ground-stored seeds. Furthermore, the f
-glucan content showed no significant difference between
the seeds stored in space and those stored on the ground.
AFLP analysis with 16 primer combinations revealed
no specific fragment that appeared or disappeared
significantly in the DNA isolated from the barley grown
from the space-stored seeds. These results showed
that barley seeds could be preserved in outer space for
13 months without any adverse effect on agronomic
properties, seed quality, and genes.

2. Analysis of the cell walls of Scopelophila cataractae

Cell mass of Scopelophila cataractae protonema
increased linearly from the start of culture. up to 90 d,
irrespective of whether the cells were cultured in normal
or Cu-enriched medium. The matrix polysaccharides were
extracted sequentially with CDTA, Na:COs, 1M KOH and
4MKOH from both control and Cu-treated cell walls. The
amount of pectin solubilized from Cu-treated cell walls
was 47% of that from the control cell walls. The extracted
polysaccharides were fractionated by anion-exchange
chromatography into five fractions, and rhamnose, a major
fraction of Cu-treated cell walls was present in a larger
quantity than in the control cell walls. Approximately 43%
of the Cu in the cell walls of Cu-treated cells was released
by the endo-pectate lyase treatment, suggesting that two-
fifths of total Cu accumulation was tightly bound to the
cell wall pectin.
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Group of Environmental Response Systems
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Our group has been studying the molecular mechanisms
for environmental stress responses, mainly the abiotic
stress response, in plants at levels from gene expression to
individual behavior. Phytohormones such as abscisic acid
(ABA) are deeply involved in the various stress responses
of plant. Therefore, we focused on the action of plant
hormones.

1. Analysis of the ABA hypersensitive mutants and ABA
signal transducers

We analyzed ABA hypersensitive mutants ahg2-1, ahgl 1-
1, and ahgl2-1 to obtain more insight into ABA response
mechanisms. The ahg2-1 mutant exhibits hypersensitivity
not only to ABA but also to salicylic acid. The AHGZ2
gene encodes polyA specific RNase PARN that is involved
in RNA degradation, suggesting that AHG2 is involved
in the regulation of RNA stability. Analysis of the ahg2
suppressor mutant agsl strongly supported this idea.
We determined candidates for the target RNA molecules
through various experiments. We are now confirming
these obtained data. AHGI11 encodes a PPR protein that
is involved in the RNA editing of a mitochondrial mRNA.
We tried to physiological linkage between the defect in
this RNA editing and the ABA hypersensitive phenotype
but could not obtain any clear results. AHG1 and AHG3
have unique features among PP2Cs that are involved in
ABA response, they are localized on the nucleus alone
and are highly expressed in seeds. To determine whether
they have unique functions or not, we investigated their
interacting proteins and found that one component of co-
repressor complex interacted these PP2Cs specifically.
The physiological relevance of this interaction is under
exploration.

2. Analysis of the stomata regulation system

We have been investigating the regulation mechanism of
stomatal movement in response to environmental stimuli.
By using catalase mutants, we showed the involvement of
intracellular hydrogen peroxide accumulation in abscisic
acid and methyljasmonate signal transduction processes
in guard cells.

3. Attempt to establish the white-grained wheat line with

pre-harvest sprouting tolerance

In order to reduce the agricultural damage of pre-
harvest sprouting of wheat, we are trying to establish
white-grained wheat line with deeper seed dormancy. We
successfully selected candidate lines that exhibit pre-
harvest sprouting tolerance as strong as red-gained wheat
this year.
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Our group has been studying the uptake and
accumulation mechanisms of essential, beneficial and toxic
minerals in plants, and their mechanisms of response and
tolerance to mineral stresses at different levels from intact
plants to genes. Our main achievements during 2011 are
described below.

1. Identification of infux and efflux silicon transporters in

pumpkin

We cloned an influx Si transporter gene (CmlLsi1) and
two efflux Si transporter genes (CmLsi2-1 and Lsi2-2)
from two pumpkin cultivars used for the root stocks of
bloom and bloomless cucumber cultivars. There were no
differences in either the sequence or expression level of
CmLsi2 between the two cultivars. However, there were
two amino acid substitutions in the CmLsil. Functional
analysis revealed that substitution at the position of
242 affected the localization on the plasma membrane,
resulting in decreased Si uptake.

2. Molecular mechanisms of aluminum tolerance in rice

We identified a cis-element, GGNVSN, of a transcription
factor ART1 required for Al tolerance in rice. This core
cis-element was found in the promoter region of 29
genes out of 31 gene regulated by ART1. We found that
OsFRDL4, one of the ART-regulated genes, encodes a
citrate transporter and was involved in the Al-induced
secretion of citrate. We further identified another ART1-
regulated gene, OsALS1, which encoded a tonoplast-
localized half-size ABC transporter. This gene is involved
in sequestration of Al into the vacuoles.

3. Identification of cadmium transporter genes

We identified a gene (TcHMAS) involved in detoxification
of Cd in a Cd-hyperaccumulating plants, Thlaspt
carealeuwens. TcHMAS is mainly localized on the
tonoplast of leaf cells. The expression level of TcHMAS is
more than 8,000 times higher than a homologeous gene in
Arabidopsis. Over-expression of this gene in Arabidopsis
resulted in increased Cd tolerance.

We analyzed a high Cd-accumulating rice cultivar, Jarjan,
and found that this is attributed to the loss of function of
OsHMAS3, a tonoplast-localized Cd transporter in the roots,
which prevents sequestration of Cd into the vacuoles.

4. Identification of a gene involved in Mn detoxification

Rice is able to accumulate a large amount of Mn in the
shoots without showing toxicity symptoms. We identified
a gene (OsYSL6) involved in the Mn detoxification.
OsYSL6 is constitutively expressed in all cells of both
the roots and shoots, and encodes a protein, which
shows transport activity for Mn-nicotianamine complex.
Knockout of this gene resulted in increased sensitivity to
Mn excess
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Our research has been focused on aluminum (Al) ion,
a major inhibitory factor of plant growth in acidic soils,
and has been analyzing the mechanisms of Al toxicity and
tolerance, using a cultured cell system and whole plants.
Since Al-enhanced production of reactive oxygen species
(ROS) is related to cell death, the production mechanism
of ROS as well as the protection mechanism from ROS
have been examined, focusing on energy metabolisms.
For Al-tolerance mechanism, the functional and structural
features of the ALMT gene, a major Al tolerance gene in
wheat, have been studied. In addition, since the ALMT
gene and its homologues have been found only in plants,
we are trying to elucidate the functions of individual
ALMT genes. Research outlines of this year are as follows:

1. Comparative analyses of energy metabolisms in Al-

tolerant and Al-sensitive cultured tobacco cell lines.

Biochemical analyses of metabolites and enzymes in
Al-tolerant and Al-sensitive tobacco cell lines at log-
phase revealed that the Al-sensitive line acquires energy
by “glycolysis-respiration”, but the Al-resistant line by
“glycolysis-lactate fermentation”. Under the condition,
Al may enhance ROS production via respiration in the Al-
sensitive line, but not in the Al-tolerant line.

2. Involvement of sucrose transporter in Al responses

Al inhibits sugar uptake which is one of the early events
in cultured tobacco cells. In this study, the sucrose
transporter gene, NtSUT1, was cloned and anti-sense
DNA was used for construction of the SUTI repression
cell line. Comparative studies between wild type and
the repression line suggest that sucrose is absorbed via
sucrose transporter under low pH condition, and that Al
inhibits the sucrose uptake, leading to growth inhibition.

3. Establishment of ALMT synthesis systems aimed to

analyze ALMT-protein structure

ALMT-transporter family is found only in plant species,
and the structure of this protein has not been elucidated.
We have been trying to purify TaALMT1 protein by using a
wheat germ cell-free protein synthesis system. This year,
TaALMT1 protein was effectively synthesized in the E.
coli system. These heterologous systems will be used for
purification and characterization of the ALMT1 protein.

4. Analyses of the multiple functions of ALMT-transporter
family

We have already reported that the AtALMT12 gene,
one of Arabidopsis-ALMT homologs, is involved in
stomatal closure. In addition, another group reported
that AtALMT12-mediated anion efflux was activated
by extracellular malate. We have recently found that
AtALMT12-mediated anion efflux is activated not only
by malate but also by citrate, and that the anion efflux
is caused by modification of the hydrophilic carboxyl-
terminal half domain of AtALMT12 protein. These
findings suggest that this domain regulates the activation
of anion efflux.

Furthermore, we have isolated several ALMT-homolog
genes from several plant species, and analyzed their
expression patterns. We detected malate transport
activity in these homologs. Our goal is to elucidate how
these ALMT-type transporters are related to the variety of
physiological functions in plants.
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We have been conducting molecular, cellular, and
physiological studies on the responses of plant cells
to environmental stress. Now we are focusing on the
water transport activity, in relation to aquaporins and ion
transporters under salt and osmotic stresses. Summary of
this year’s research results are described as follows.

1. Identification of new PIP (plasma-membrane type)
aquaporins in barley.

We identified and cloned new PIPs in the barley full
length ¢cDNA database which was released in early
2011. Phylogenetic analysis shows that all of these form
a distinct third clade different from either previously
recognized PIP1 or PIP2. Although these novel PIPs in
the new clade have not been reported to date, we found
some PIPs in this clade in databases of rice, wheat and
bamboo genome/cDNAs, but not in those of dicot.

2. Expression of PIP aquaporins in barely roots under

osmotic stress

We investigated the effects of osmotic stress on the
accumulation of HvPIP mRNA in the roots of 4-day-
old barley. Mild stress (180 mM mannitol) induced no
change in the amounts of HvPIP mRNAs. However,
severe osmotic stress (360 mM mannitol) significantly
reduced the amount of HvPIP1;2, HvPIP1;4, HoPIP2;1,
and HvPIP2;2 mRNAs among 10 HvPIPs. Such down-
regulation of aquaporins was consistent with the reduction
of root hydraulic permeability under salt/osmotic stresses,
and suggests that plants prevent water loss under severe
osmotic stress by such down regulation.

3. Root hydraulic permeability (Lp:) of rice

Using an improved pressure chamber method, rice Lp:
was monitored. High Lp:r was observed during the light
period and at 2 hrs after the start of the dark period.
Although Lp: is reduced in barley under salt/osmotic
stresses, almost no reduction was observed in rice under
osmotic (180 mM mannitol) stress. This may be attributed
to the fact that rice is less tolerant to water stress than
barley.

4. The screening system to detect COz permeability of
aquaporins
Using yeast cells, we developed a screening system to
detect CO:2 permeability of aquaporins. We improved
the time-resolution of this system this year and are now
screening CO2 permeability of Arabidopsis PIPs.

5. CNGC (cyclic nucleotide-gated channel) in barley

Cyclic nucleotide-gated channels (CNGCs) are members
of cation transporters. Several genes of CNGC members
in barley were newly identified. We are analyzing their
function as an initial influx gate of Na" into cells during
salt stress.
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Plant growth is influenced by various microorganisms
including mutualistic and pathogenic ones. Our group
has been studying, at molecular, cellular and individual
levels, the interplay occurring in some selected plant/
microorganism systems.

1. Widespread endogenization of genome sequences of

non-retroviral RNA viruses into plant genomes

Non-retroviral RNA virus sequences (NRVSs) have been
found in the chromosomes of vertebrates and fungi, but
not plants. Here, we report similarly endogenized NRVSs
derived from plus-, negative-, and double-stranded RNA
viruses in plant chromosomes. These sequences were
found by searching public genomic sequence databases,
and, importantly, most NRVSs were subsequently detected
by direct molecular analyses of plant DNAs. The most
widespread NRVSs were related to the coat protein
(CP) genes of the family Partitiviridae which have
bisegmented dsRNA genomes, and included plant- and
fungus-infecting members. The CP of a novel fungal virus
(Rosellinia necatrix partitivirus 2, RnPV2) had the greatest
sequence similarity to Arabidopsis thaliana ILR2, which
is thought to regulate the activities of the phytohormone
auxin, indole-3-acetic acid (IAA). Furthermore, partitivirus
CP-like sequences much more closely related to plant
partitiviruses than to RnPV2 were identified in a wide
range of plant species. In addition the nucleocapsid
protein genes of cytorhabdoviruses and varicosaviruses
were found in species of over 9 plant families, including
Brassicaceae and Solanaceae. A replicase-like sequence
of a betaflexivirus was identified in the cucumber genome.
The pattern of occurrence of NRVSs and the phylogenetic
analyses of NRVSs and related viruses indicate that multiple
independent integrations into many plant lineages may have
occurred. For example, one of the NRVSs was retained in
Ar. thaliana but not in A7 lyrata or other related Camelina
species, whereas another NRVS displayed the reverse
pattern. Our study has shown that single- and double-
stranded RNA viral sequences are widespread in plant
genomes, and shows the potential of genome integrated
NRVSs to contribute to resolve unclear phylogenetic
relationships of plant species.

2. Diversity of methylotrophs symbiotic to plants and their

effect on plant growth

Plants emit methanol in the process of their growth,
the amount of which reaches as much as 100 million tons
annually. There are many bacteria that assimilate methanol
on the plant surface, including Methylobacterium species
as one of the most predominant species. The genus
contains 35 species, but the species-species specificity of
interaction between Methylobacterium species and plants
is not well understood. We isolated up to one thousand
strains from various plants, and now we are investigating
the relationship between bacterial species and plant
species. Although much information is necessary to
classify bacteria, recently a new rapid method using
MALDI-TOF/MS is being established. In this method,
the mass spectra of whole bacterial cell protein mixture
are evaluated to classify bacteria at the species level. We
applied the method to classify our isolates and used the
data for evaluation of species-species specificity, as well
as finding many novel bacterial species. We have also
been screening for strains that have strong plant-growth
promoting ability for important crops as well as a moss
that is used for roof greening purposes. Furthermore, we
sequenced the genome of one candidate to identify the
genes involved in the growth-promoting effect.
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We have been examining the role of plant hormones,
genes and metabolites in defense of rice plants against
insect herbivores. Since the foundation of our laboratory
(~ April/2011), we have been establishing basic systems
for investigation of plant-insect interactions at IPSR. Our
work was focused on the following areas:

1. Identification of rice insect herbivores naturally

occurring in Okayama area

We explored the paddy fields with rice to monitor the
occurrence of rice pests in spring and summer of 2011.
At least five common species of insect herbivores were
found to be closely associated with damage to rice plants
in Okayama area: rice green caterpillars (Naranga
aenescens), lawn armyworms (Spodoptera mauritia),
rice skippers (Parnara guttata), loreyi leafworm
(Mythimmna loreyr) and rice leaf folders (Crnaphalocrocis
medinalis). Laboratory cultures of four insect species
were established and they will be used in our future
research. A differential frequency of insect damage on
different rice varieties planted in the field was observed.
This knowledge will be applied to our future search for
novel rice defense metabolites against insects, for example
by comparing defense metabolite profiles in field resistant
(e.g. Akita Komachi) and susceptible (Nipponbare) rice
plants.

2. Identification of novel elicitors from insects

Insect herbivores release specific types of elicitors to
plant wounds during feeding. To identify novel insect
herbivore-associated elicitors that function in rice, we
established suitable methods for collecting oral secretions
from insect larvae and use them for bioassays with rice
plants.

3. Identification of herbivory-regulated defense

metabolites in rice

A pilot experiment using rice (Oryza sativa var.
Nipponbare) seedlings attacked by rice strain of fall
armyworms (Spodoptera frugiperda) was conducted
to identify novel defense metabolites in rice. The
samples from insect-attacked and control leaves were
comparatively analyzed by UHPLC-ESI/TOF-MS at Max
Planck Institute for Chemical Ecology in Germany. The
obtained dataset was analyzed and several differentially
regulated metabolites were identified. Methods for
identification of these metabolites using targeted LC-
MS/MS method, evaluation of genes involved in their
biosynthesis and inquiry for mutant plants deficient in the
accumulation of these metabolites are in progress.

4. Identification of regulators of defense

In our previous research with tobacco, we identified
an essential transcription factor that regulates defense
responses against insects. However, such regulators
are not known in rice. Using public gene expression
repositories, we have identified several candidate
transcription factors regulated after herbivore attack in
rice plants. The functional studies of these genes are
underway in order to confirm their predicted function in
rice defense against insect herbivores.
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We have preserved ca. 14,000 accessions of cultivated
barley including experimental lines and ca. 600 accessions
of wild relatives. The subjects of our research are 1)
evaluation of genetic diversity and characteristics,
construction of the barley resource database, and sample
distribution to the users worldwide, 2) collection and
preservation of barley germplasm and 3) efficient use
of the resources for genome analysis including EST,
molecular markers and DNA libraries to study the
genome-based barley diversity and the genetic analysis of
important traits of barley.

1. Evaluation of barley germplasm
(a) QTL analysis of barley seed dormancy

A candidate of barley seed dormancy QTL (®@sd1) on
the long arm of chromosome 5H, which may be associated
with pre-harvest sprouting in small grains including barley,
was identified using a a large segregating population
derived from recombinant chromosome substitution lines
(RCSL). The transformation and functional analysis of
this candidate are underway.
(b) Natural variation of barley vernalization requirement

We analyzed the natural variation and geographic
distribution of vernalization requirements using 5,214
barley accessions collected worldwide. We revealed the
biased geographic distribution pattern of vernalization
requirements in an entire collection of domesticated
barley. This evidence implied that the barley accessions
might be genetically differentiated during distribution,
resulting in adapting to the local climatic conditions.

2. Collection and distribution of barley genetic resources

In addition to seed samples, cDNA and BAC clones
(including individual clones, pooled BAC DNA for
screening, high-density replica membranes and complete
clone set of barley) were distributed with the support of
the National BioResource Project (NBRP).

3. Barley genome analysis

We sequenced barley genome using next generation
sequencing technology under the project Tdentification of
genes of important traits and their application to barley
breeding’ started with support of Bio-oriented Technology
Research Advancement Institution (BRAIN), and released.
22,651 full length (FL) cDNA sequences to public domains
(granted by National BioResource Project and genome
diversity analysis project by MAFF.). We are annotating
the barley genome sequence with these comprehensive FL
cDNA resources.
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Our group has been conducting on molecular genetic
analysis of mutants in rice and barley with special
attention to root morphology and grain quality. Our main
achievements in 2011 are described below.

1. The Root hairless 2 (rth2) mutant represents a loss-
of-function allele of the cellulose synthase-like gene
OsCSLD1 in rice (Oryza sativa L.)

Root hair is considered to play an important role in
water and nutrient uptake and anchoring the plant to the
soil. We isolated root hairless 2 (rth2) mutant from the
mutant panel of Nipponbare. Positional cloning and a
complementation test revealed that the causal gene of the
rth2 mutant was Cellulose Synthase-Like D1 (OsCSLD1I).
rth2 has a premature stop codon in exon 1 as a result of
two consecutive nucleotide substitutions and is predicted
to produce truncated proteins lacking the D, D, D, QxxRW
motif and 8 transmembrane domains. In rth2, bulges
were normally initiated from asymmetric divisions of root
epidermal cells, but bulges did not elongate. Therefore,
rth2 shows a completely roothairless phenotype. qRT-
PCR analysis revealed that OsCSLDI was expressed not
only in the root but also in the shoot. In situ hybridization
showed that OsCSLD1 was expressed not only in
root hairs but also in epidermal and cortex cell walls
except for stele. Agronomic character evaluation in pot
experiments showed that »th2 did not differ significantly
from Nipponbare in all characters examined except for
root dry weight, which showed a significant increase in
the rth2 . mutant. In the paddy field experiment, rth2
was significantly inferior to Nipponbare in agronomic
performance.

2. Functional characterization of barley betaglucanless
mutants demonstrates a unique role of CslF6 in
(1,3;1,4)- B -D-glucan biosynthesis
(1,3;1,4)- f-D-glucans (mixed-linkage glucans) are

found in tissues of members of Poaceae (grasses),

and the contents are particularly high in barley

(Hordeum vulgare) grains. The present study

describes the isolation of three (1,3;1,4)-f£-D-glucanless

(betaglucanless; bgl) mutants of barley which completely

lack (1,3;1,4)-f-D-glucan in all tissues tested. The bgl

phenotype cosegregates with the cellulose synthase
like HvCslF6 gene on chromosome arm 7HL. Each of
the bgl mutants has a single nucleotide substitution in

the coding region of the HvCslF6 gene resulting in a

change of a highly conserved amino acid residue of the

HvCslF6 protein. Microsomal membranes isolated from

developing endosperm of the bgl mutants lack detectable

(1,3;1,4)- f-D-glucan synthase activity indicating that

the HvCslF6 protein is inactive. This was confirmed by

transient expression of the HuCslF'6 cDNAs in Nicotiana
benthamiana leaves. The wild-type HvCslF'6 gene directed
the synthesis of high levels of (1,3;1,4)- f-D-glucans, whereas
the mutant HvCslF'6 proteins completely lack the ability to
synthesize (1,3;1,4)-f-D-glucans. The fine structure of the
(1,3;1,4)-f-D-glucan produced in the tobacco leaf was
also very different from that found in cereals having an
extremely low DP3/DP4 ratio. These results demonstrate
that, among the seven CslF' and one CslH genes present in
the barley genome, HvCslF'6 has a unique role and is the
key determinant controlling biosynthesis of (1,3;1,4)-8

-D-glucans. Natural allelic variation in the HvCslF6 gene

was found predominantly within introns among 29 barley

accessions studied. Genetic manipulation of the HvCslF'6
gene may enable control of (1,3;1,4)-f-D-glucans in
accordance with the purpose of usage.
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Table 1. Preservation of wild plant seeds and voucher specimens
(As of November 30, 2011)

Herbarium Seed Live seed
Family 260 225 212
Species 6,581 5,510 3,864
Accession 67,246 32,668 17,202

1. Image database of weed seeds

We are planning to enlarge our on-line database of seed-images,
which has been limited to the naturalized foreign weeds, to the
seed-image database including native weeds.

2. Molecular phylogeny analysis

To reveal the phylogenetic relationships among entire
monocotyledons, and phylogeny of the family Cyperaceae and
Eraeagnaceae, we have analyzed DNA sequences. The molecular
phylogeny of genus Cyperus sensu lato based on plastid trnK
gene and the phylogeny based on nuclear ribosomal ITS region
were in conflict with each other, and also with the taxonomic
system based on morphological features by Ohwi (1946) and
Koyama (1961). Each molecular phylogeny suggested that
observed morphological apomorphies of Cyperus appeared more
than two times in phylogeny.

3. Phytoseiid mite species composition in peach orchards

estimated using quantitative sequencing

We conducted a population survey of phytoseiid mites in
Japanese peach orchards with different pesticide practices,
but had difficulty discriminating phytoseiid mites. To estimate
phytoseiid mite species composition, ribosomal gene fragments
were amplified from genomic DNA of five phytoseiid mite species
using PCR. Cloning and nucleotide sequencing of amplified
fragments identified species-specific polymorphic sites. Newly
amplified fragments from recombinant plasmids were mixed in
various ratios to produce standard DNA template mixtures. After
direct sequencing, the signal ratios between two nucleotides at
each species-specific polymorphic site were calculated and shown
against the corresponding expected ratios. Quadratic regression
equations were used to estimate the phytoseiid mite species
composition. The results showed that the phytoseiid mite species
composition changed during the survey period and varied among
study sites.

4. Assessment of biodiversity within Botanical Gardens, Osaka City

University

This botarucal garden was developed using secondary natural
vegetations of “satoyama’, and is situated in the suburbs of a large
city. Vegetation within the gardens has been well maintained, and
we can observe various wild plants, mammals, birds and insects
here. In a field survey project conducted during the past two
years, about 400 native (not cultivated) vascular plant species
including several endangered species were collected from the
botanical garden. This diversity level was higher than that in
adjacent satoyama areas without maintenance, and suggested that
this botanical garden contributes in the preservation of wild plants.

5. Field survey

Collaborating with Kunming Botanical Institute, we conducted
field investigations on the natural vegetation of the northern part
of Yunnan.

6. Construction of data base of seed collected by Dr. Mantarou
Kondo
We constructed the database of seed, which Dr. Mantarou Kondo
collected from 1906 to 1944. The data of 3,374 collections is now
available on the internet.

7. The invasion and spreading of Andropogon virginicus in
Japan

We surveyed the specimens of Andropogon virginicus stocked
in main herbaria of Japan. The oldest specimen was collected at
Kyoto Prefecture in 1940. We obtained 634 herbarium data on
the species and found 1565 data in the literature. We conducted
a field survey on the distribution of the species, and we drew
a distribution map of Andropogon virginicus in Japan for
every decade. It showed the state of the spreading of the species
in Japan. The northern limit of the distribution was Akita and
Iwate Prefecture. The southern limit was Yakushima island in
Kagoshima Prefecture.
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Our research group has been conducting molecular
studies on the structures and functions of nuclei and
chromosomes, mainly in plants. Our current goal is
to construct plant artificial chromosomes by analyzing
chromosome functional elements; centromeres, telomeres
and replication origins. Our main achievements in 2011
are described below.

1. Structure and stability of ring minichromosomes in

Arabidopsis thaliana

The chromosomes of eukaryotes are in general linear, but
ring-shaped chromosomes occasionally appear in a wide
range of organisms from yeasts to animals and plants.
Most of the ring chromosomes are unstable, since they
become double-size ring chromosomes containing two
centromeres by an odd number of chromatid exchange(s)
after replication. These dicentric chromosomes would
be broken when each of the two centromeres moves
to the opposite poles, and go into the breakage-fusion-
breakage (BFB) cycle. However, a ring minichromosome,
“mini 0 " that we found in Arabidopsis, was relatively
stable and transmissible to the next generation. Recently,
we found smaller ring minichromosomes (mini  ¢1 and
mini d61-1) among the progeny of plants carrying mini 6.
Fluorescence i situ hybridization analysis revealed that
mini ¢1 is dicentric just like mini ¢ and stable, whereas
mini  01-1 is monocentric and unstable. The estimated
sizes of mini  J1 and mini  J1-1 were 3.8~5.0 Mb and
1.7 Mb, respectively. Their monocentric and dicentric
structure, and stability provide important information for
constructing artificial chromosomes in plants.

2. Analysis of a centromere-specific DNA sequences in

tobacco

Centromeres play an important role in segregating
chromatids into daughter cells at mitosis and meiosis.
Although the centromere function has been conserved
among all eukaryotes including yeasts, animals and
plants, centromeric DNA sequences involved in the
centromere function are diverged among closely related
species. Since long DNA can be transformed into tobacco,
tobacco has a potential to be a model plant for artificial
chromosomes construction. However, centromeric
DNA and proteins, which are necessary to construct
and characterize artificial chromosomes, have not been
investigated in tobacco. Hence, we have characterized
centromere specific proteins and DNA sequences. This
year, we analyzed tobacco centromeric BACs, and found
two centromeric retrotranspoons, NtCR and NtoCR.
Additionally, we identified three novel chromosome-
specific centromeric DNA sequences from tobacco using
HaloTag fused NtCENHS, centromere specific histone H3
variants in tobacco. The discovery of three chromosome-
specific centromeric DNA sequences indicates the mosaic
structure of tobacco centromeres.
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We have been investigating the genetic factors necessary
for greater production efficiency by using transposon-
tagging lines and introgressed lines from wild species and
have also been studying the genetic regulatory mechanism
for seed maturation.

1. Development of nDart1-0-tagged lines with the genetic
background of Koshihikari

DNA transposon-tagged lines are very useful to efficiently
analyze the function of rice genes. We have identified
the endogenously active DNA transposon, nDartl and
developed nDart1-tagged lines of Koshihikari. This year,
we grew 1,696 panicle-row lines and surveyed several
phenotypes at the seedling, post-transplanting, heading
and matured stages. Out of 1,696 lines, 747 lines showed
mutant phenotypes and the frequency of mutant lines was
44%. One line was considered to be a gain-of-function
mutant. We are planning to widely analyze the flanking
sequences of nDart1-inserted regions.

2. Breeding of Low Input-Adaptable (LIA) rice

In the 21th century, agriculture should be well
harmonized with the environment. It is important to
breed crops showing maximum efficiency under low input
conditions. We have been selecting the progeny showing
large biomass production under non-fertilized paddy
field from the crosses between Oryza longistaminata,
African wild species and T-65, japonica rice. In order to
reveal the genetic factors necessary for large biomass
production under non-fertilized conditions, we genotyped
a selected plant. The selected plant was found to carry
segments of chromosomes 1, 2, 3, 6, 8, 10 and 11 of O.
longistaminata. In particular, this plant has a large
segment of the short arm of chromosome 6. Further, we
are planning to analyze QTLs necessary for large biomass
production in the F2 of the cross between the selected
plant and No.18.

3. Analysis of wheat orthologue of LECZ involved in the
control of seed maturation

Seed maturation is regulated by the transcription factors,
LECI, LEC2, ABI3 and FUS8 in Arabidopsis. These
genes are also involved in the control of seed dormancy.
Wheat orthologues of LECI, ABI3 and FUS3 showed
similar levels of expression in Norin 61 and RSD32 mutant
with reduced seed dormancy. However, the expression of
TalLTL1 (LEC Two Like 1) showing higher homology to
LECZ2 was lower in RSD32. TalLTLI was expressed in a
seed-specific manner. Higher expression was observed at
10 days after pollination and the expression was reduced
in a later seed developmental stage. The tissue-specific
and developmental stage-specific expression of TaLTL1
were similar to those in LEC2. These results suggest that
TalTL1 affects seed maturation and dormancy in wheat.

4. Analysis of wheat homologues of MF'T and ABI5, TaMFT

and TaABI5/TaABF1, which regulate seed germination

Phytohormone ABA and lower temperature strongly
affect seed dormancy in wheat. We found that TaMFT
and TaABI5/TaABF'1 were upregulated in dormant wheat
seeds grown at the lower temperature by wheat microarray
analysis. TaMFT and TaABI5/TaABF'1 were expressed
in a seed-specific manner, especially during the late seed
ripening stage, and were mapped on chromosome 3A
colocalized with the QTLs for seed dormancy. We also
confirmed that high levels of expression of these genes
inhibit the germination.
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We have been investigating the mechanism of adaptation
to bioenvironmental stresses, using E. colz, yeast, moss
and higher plants especially wild plants.

1. Characterization of response mechanism and tolerant
mechanism against metal stresses and oxidative stress
in Poaseae wild plants

Andropogon virginicus L. is a wild plant which shows

a high tolerance to Al. Five tolerance mechanisms shown
below were involved in this plant. 1) Low Al uptake in
root tip. 2) High transportation of toxic Al from root to
shoot not to accumulate it in root. 3) Accumulation of
Al in trichomes in leaf. 4) Induction of anti-peroxidation
enzymes and poly-phenols by Al stress to suppress
oxidative damage. 5) Al dependent NO production
as a trigger to stimulate the anti-peroxidation system.
Furthermore, ABC transporter gene and S-adenosyl
methionine syntase (SAMS) gene were isolated from
Andropogon and are investigating their gene-fuctions
under Al stress using the constructed Arabidopsis
transformants. Recently, we selected several oxidative
stress-tolerant plants from a collection of Poaseae wild
plants (more than 180 species) and started a proteome
analysis to investigate their tolerance mechanisms.

2. Characterization of transcription factors involved in

stress-responseible gene of A. thaliana AtGSTI1

The AtGST11 gene encoding a glutathione S-transferase
is induced by Al stress, heavy metal stress, oxidative
stress and so on. Four transcription factors (TFs) (#11-
1-1, #11-1-3, #13 and #43) which are related to its gene-
expression under various stresses were investigated.
We are now characterizing which clone can function as
TF under stress using disrupted mutants and an over-
expressing transformant. The result indicated that #11-
1-1 and #11-1-3function as an activator under a low pH
and Cd, and #11-1-3 under a low temperature, while #13
and #43 function as a repressors constitutively under the
tested stresses, respectively.

3. Study on freeze-tolerance of Primula.

Pre-treatment at 3C for 8 days increased freeze
tolerance of Primula malacoides Franch. A good
corrrelation was observed between freezing temperature
of leaves and freezing tolerance of plants. Diploid cultivar
was more freeze tolerant than the tetraploid culivar.

4. Analysis of acid rain in Kurashiki

Observation of rain acidity in Kurashiki for 22 years
from 1986 to 2007 showed an increase in acidification of
rain water in the recent 10 years. From 1990 to 2002,
concentration of acidic ion such as NOs and SO4* also
increased.
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W) A b (List of Publication)

ASIRIEX FL X2 =y b (Atmospheric Stress Unit)
FeBREE IS ZE 7 )V — 7 (Group of Plant Light Acclimation Research)
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(8) Mori, 1.C. and Murata, Y. 2011. ABA signaling in stomatal guard cells: lessons from Commelina and Vicia. J. Plant Res.
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TIEERIEX ML X =y b (Soil Stress Unit)

W A N L A22 7 Vv — 7 (Group of Plant Stress Physiology)

Xia, J. X., Yamaji, N. and Ma, J. F. 2011. Further characterization of an aluminum influx transporter in rice. Plant Signal.
Behavior 6: 160-163.

Zheng, L Q., Fujii, M., Yamaji, N., Sasaki, A., Yamane, M., Sakurai, I., Sato, K. and Ma, J. F. 2011. Isolation and
characterization of a barley yellow stripe-like gene, HvYSL5. Plant Cell Physiol. 52: 765-774.

Mitani, N., Yamaji, N., Ago, Y., Iwasaki, K. and Ma, J. F. 2011. Isolation and functional characterization of an influx silicon
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Ueno, D., Koyama, E., Yamaji, N. and Ma, J. F. 2011. Physiological, genetic, and molecular characterization of a high-Cd-
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critical role in substrate selectivity for silicon, boron and arsenic. J. Exp. Bot. 62: 4391-4398.
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T R K il 88 27 )V — 7 (Group of Plant Growth Regulation)

(1) Ryan, PR., Tyerman, S.D., Sasaki, T., Furuichi, T., Yamamoto, Y., Zhang, W.-H. and Delhaize, E. 2011. The identification
of aluminium-resistance genes provides opportunities for enhancing crop production on acid soils. J. Exp. Bot. 62:
9-20.

(2) Kakeda, K., Ishihara, N., Izumi, Y., Sato, K. and Taketa, S. 2011. Expression and functional analysis of the barley Nud
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endogenized on plant genomes. The 15" International Congress on Virology. Sapporo, Japan, September 11-16,
2011.

Kanematsu, S., Yaegashi, H., Sasaki A. and Suzuki, N. Genome rearrangements of a mycovirus Rosellinia necalrix
megabirnavirus 1 affecting its ability to attenuate the host fungus virulence. The 15™ International Congress on
Virology. Sapporo, Japan, September 11-16, 2011.

Pu, Y., Kikuchi, A., Moriyasu, Y., Tomaru, M., Jin, Y., Suga, H., Hagiwara, K., Akita, F., Shimizu, T., Netsu, O., Suzuki, N.,
Uehara-Ichiki, T., Sasaya, T., Wei, T., Li, Y. and Omura, T. Evidences that Rice dwarf virus originates in vector
insects. The 15™ International Congress on Virology. Sapporo, Japan, September 11-16, 2011.

Kondo, H., Hirokado, C., Noda, M., Andika, I.B., Tamada T. and Suzuki, N. Orchid fleck virus N and P proteins form
intranuclear viroplasm-like structures in the absence of viral infection. The 15™ International Congress on
Virology. Sapporo, Japan, September 11-16, 2011.

Lin, Y-H., Chiba, S., Tani, A., Kondo, H., Sasaki, A., Kanematsu, S. and Suzuki, N. A novel quadripartite dsRNA virus
isolated from a phytopathogenic filamentous fungus, Rosellinia necatriz. The 15™ International Congress on
Virology. Sapporo, Japan, September 11-16, 2011.
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vein virus. The 15™ International Congress of Virology. Sapporo, Japan, September 11-16, 2011.

Salaipeth, L., Chiba, S., Lin, Y.-H., Sasaki, A., Kanematsu, S. and Suzuki, N. Characterization of a novel bipartite dsSRNA
mycovirus Rosellinia necatrix megabirnavirus 1 with viorocontrol potential isolated from the white root rot
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Tanaka, T., Sun, L. and Suzuki, N. Rearrangements of Mycoreovirus 1 S1, S2, and S3 induced by a multifunctional
protein p29 encoded by the prototypic hypovirus CHV1-EP713. The 15™ International Congress on Virology.
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Salaipeth, L., Chiba, S., Lin, Y-H., Sasaki, A., Kanematsu, S. and Suzuki, N. Characterization of a novel bipartite dsRNA
mycovirus, Rosellinia necatrixz megabirnavirus 1 with potential for virocontrol isolated from the white root rot
fungus. The Second International Mycovirus Symposium. Otaru, Japan, September 17-20, 2011.

E-Cope, A. and Suzuki, N. Mycoreovirus 1 rearrangements generated in a dcl2 deletion mutant of the chestnut blight
fungus, Cryphonectria parasitica. The Second International Mycovirus Symposium. Otaru, Japan, September
17-20, 2011.

Tanaka, T., Sun, L. and Suzuki, N. Rearrangements of Mycoreovirus 1 S1, S2, and S3 induced by a multifunctional
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BIzEIBREILI= v b (Genetic Resources Unit)
K% 27V —7 (Group of Barley Resources)

(1) Nakamura, S., Sameri, M., Pourkheirandish, M., Matsumoto, M., Yano, M., Sato, K. and Komatsuda, T. Identifying a
candidate for the barley grain dormancy QTL SD2. Plant & Animal Genomes XIX Conference, San Diego, USA,
January 15-19, 2011.

(2) Nakamura, S., Pourkheirandish, M., Sameri, M., Sato, K., Matsumoto, M., Yano, M. and Komatsuda, T. Cloning SD2, a
QTL responsible for grain dormancy in barley. Plant & Animal Genomes XIX Conference, San Diego, USA, January
15-19, 2011.

(3) Saisho, D., Ishii, M., Hori, K. and Sato, K. Implication of quantitative variation of vernalization requirement as an
adaptive trait in barley. SMBE, Kyoto, Japan, July 26-30, 2011.

(4) Sakai, H., Matsumoto, T., Tanaka, T., Kanamori, T., Kurita, K., Kikuta, A., Kamiya, K., Yamamoto, M., Ikawa, H.,
Nakamura, S., Fujii, N., Hori, K., Itoh, T. and Sato, K. Comprehensive sequence analysis of 24,783 barley full-
length cDNAs derived from 12 clone libraries. ITMI workshop, Mexico City, September 5 -9, 2011.

BB IFEFEREEANT 7V — 7 (Group of Genetic Resources and Functions)

(1) Jobling, S. A. and Taketa, S. Characterisation of the CslF6 gene and its potential role in increasing dietary fibre of
cereals grains by manipulation of 1,3;1,4-$-D-glucan levels. Fourth Conference on Biosynthesis of Plant Cell Wall.
Awaji, Japan, October 2-6, 2011.

(2) Himi, E., Taketa, S., Yamashita, Y., Haruyama, N., Yanagisawa, T. and Maekawa, M. Barley ant28 gene encodes an R2R3
MYB domain protein that controls proanthocyanidins accumulation in grain. The 12™ International Symposium on
Pre-Harvest Sprouting in Cereals. Red Deer, Alberta, Canada. July 24-27, 2011.

A AEY) 7 )V — 7 (Group of Wild Plant Science)

(1) Oda, J., Yamashita, J. and Nagamasu, H. Achene micromorphology variarions of Carex sect. Rarae in Japan. East Asian
Botany: International Symposium 2011. Tsukuba, Japan, March 18-21, 2011.

(2) Sonoda, S. Sodium channel mutations associated with pyrethroid resistance and their frequencies in the field strains
of the diamondback moth, Plutella xylostella collected at different Asian countries. International Symposium on
Insecticide Resistance Management. Guiyang, China, Sep. 19-22, 2011.

7/ LBREI1=y b (Applied Genomics Unit)
RERE > T8 MT 77V — 7 (Group of Nuclear Genomics)

(1) Nagaki, K., Shibata, F., Suzuki, G., Kanatani, A., Ozaki, S., Hironaka, A., Kashihara, K. and Murata, M. BAC sequencing
revealed two centromeric retrotransposons in tobacco. Joint International Symposium on Japanese Solanaceae/
Cucurbitaceae Genomics Initiatives. Okayama, Japan, March 5-6, 2011.

(2) Murata, M. Arabidopsis. ring minichromosomes: A candidate for artificial chromosome vector. Japan-Germany Joint
Seminar “Frontiers of Plant Chromosome Research: Centromeres and Artificial Chromosomes”. Gatersleben,
Germany, October 31-November 4, 2011.

(3) Nagaki, K. Variation and compatibility of CENHS in plant species. Japan-Germany Joint Seminar “Frontiers of Plant
Chromosome Research: Centromeres and Artificial Chromosomes”. Gatersleben, Germany, October 31-November
4,2011.
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7 Ml 7 v — 7" (Group of Genome Regulation)

(1)

Rikiishi, K., Matsuura, T. and Maekawa, M. Characterization of a novel wheat (Triticum aestivum L.) mutant with
reduced seed dormancy. The 12™ International Symposium on Pre-Harvest Sprouting in Cereals. Albata, Canada,
July 24-27, 2011.

Utsugi, S., Nakamura, S., Ashikawa, I. and Maekawa, M. Analysis of a bZIP type transcription factor, TaABF, which
promotes seed dormancy in wheat. 12™ International Symposium on Pre-harvest Sprouting in Cereals. Albata,
Canada, July 24-27, 2011.

Nakamura, S., Abe, F., Kawahigashi, H., Nakazono, K., Tagiri, A., Matsumoto, T., Utsugi, S., Ogawa, T., Handa, H., Ishida,
H., Mori, M., Kawaura, K., Ogihara, Y. and Miura, H. A temperature-dependent seed dormancy (TMS) 2 gene acts
in the regulation of germination in wheat. 12™ International Symposium on Pre-harvest Sprouting in Cereals.
Albata, Canada, July 24-27, 2011.

Himi, E., Taketa, S., Yamashita, Y., Haruyama, N., Yanagisawa, T. and Maekawa, M. Barley ant28 gene encodes an R2R3
MYB domain protein that controls proanthocyanidins accumulation in grain. The 12" International Symposium on
Pre-Harvest Sprouting in Cereals. Red Deer, Alberta, Canada, July 24-27, 2011.

Maekawa, M., Gichuhi, E. W. and Himi, E. Utilization of African wild species for productivity Improvement under stress
conditions in rice. 28" IPSR International Symposium Crop Production in East Africa and Innovative Plant Stress
Science. Kurashiki, Japan, October 7, 2011.

HARERIE IS 7V — 7 (Group of Adaptation to Bioenvironmental)

(1)

Issiki, R., Tanakamaru, S., Ezaki, B. and Nakajima, S. The studies on freezing tolerance of Purimula plants (Primulae)
—-Effect of flavones on freezing tolerance. International Symposium on Agricultural Meteorology. Kagoshima,
Japan, March 16-18, 2011.

29



BHBLIUOY UERY Y AREE
(List of Domestic Conferences and Symposia)

ASIREX L X2 =y b (Atmospheric Stress Unit)
FeBREE IO ZE 7 )V — 7 (Group of Plant Light Acclimation Research)

(1) A - WAHE D1 & 87 B RICEbD 2 717 7 — ¥ U Degh/Deg8 & KT 5 ZEAERKIZ BT 5 £BL
Rl DI 5 . 45 52 W D A A B2 A48 4 i, 3 A 20-22 H, 2011. (Kato, Y., Sakamoto, W.: Degradation
of PSII reaction center protein D1 studied by the Arabidopsis mutants lacking FtsH and Deg proteases. 52
Annual Meeting of the Japanese Society of Plant Physiologists, March 20-22, 2011, Sendai)

(2) fahEd - WERDFE - ZWlHKT - WAH - SHH—B LR AL OB FALEEEAMET Lz af x4
A F Ak 32-33 DJFE NEIR 13 GULI T 5 . 5 b2 M H AR A B2 4E %, G, 3 H 20-22 H , 2011.
(Ishidou, H., Kodama, N., Miura, E., Sakamoto, W., Takahashi, Y.: An Arabidopsis mutant showing decrease in
electron transport activity around PSI carries a mutation in the GULI gene. 52™ Annual Meeting of the Japanese
Society of Plant Physiologists, March 20-22, 2011, Sendai)

(3) HWFBE . - RKEE - e - SEUFEW - JOKE - AW — - Erhol i R KBRS F ) a v vy D
MEIERRAL D HERE . 56 52 |l H AR R P2 X 4E &, A, 3 A 20-22 H, 2011. (Ishizaki, R., Suetsugu, M.,
Kato, Y., Awano, T., Sakamoto, W., Iwase, T., Kaminaka H.: Molecular characterization of shifting to achlorophylly
in obligate myco-heterotrophic plant, Monotropastrum humile. 52 Annual Meeting of the Japanese Society of
Plant Physiologists, March 20-22, 2011, Sendai)

(4) Tang, L.Y., Sakamoto, W.: Molecular genetic characterization of dpd2, a mutant defective in pollen organelle DNA
degradation. 52™ Annual Meeting of the Japanese Society of Plant Physiologists, March 20-22, 2011, Sendai

(5) Zhang, L., Kato, Y., Saigo, K., Vothknecht, U.C., Sakamoto, W.: A possible role of Vippl in tethering chloroplast
envelopes. 52 Annual Meeting of the Japanese Society of Plant Physiologists, March 20-22, 2011, Sendai

(6) fatfEl: - WEZD% - ZlRT - WAE - SiFH—HF : GULI BIZFITEREFFO a4 X+ XF OAB - AAL
HOSRNT . H AR SAA45 75 MIR4, L, 9 A 17-19 H, 2011. (Ishidou, H., Kodama, N., Miura, E., Sakamoto, W.,
Takahashi, Y.: Physiological and biochemical characterization of an Arabidopsis mutant defective in GULI gene.
75" Annual Meeting of the Botanical Society of Japan, September 17-19, 2011, Tokyo)

(7) AWFHE—. - KRR - DR - SREFEW - BORE - S = - Erpaldt MW RICR KRB F > ) a v vy
D MEIEIFAL D 7+ BEHE . HARY A28 75 MR %, WA, 9 H 17-19 H, 2011. (Ishizaki, R., Suetsugu, M.,
Kato, Y., Awano, T., Sakamoto, W., Iwase, T., Kaminaka H.: Molecular characterization of shifting to achlorophylly
in obligate myco-heterotrophic plant, Monotropastrum humile. 75" Annual Meeting of the Botanical Society of
Japan, September 17-19, 2011, Tokyo)

(8) ME K - BiIMES - BRHE- - ILNHE - JORE. « IRIELOBR R ORI E B % 70 - Ml A 7 kg . 26 120 [0
HABEFAMKIIAS, MR kS, 9 H 24 H, 2011. (Matsushima, R., Maekawa, M., Fujita, N., Yamashita, J.,
Sakamoto, W.: A rapid observation method to isolate mutants with defects in starch grain morphology. 120" Annual
Meeting of the Japanese Society of Breeding, September 24, 2011, Fukui)

(9) M5 B - 5IHEE - BHET - IWTH - SCRE RO OTEIRIE T 5 50 F ML AEW A RF5E . H AR
JIME R4, fmIlk%, 11 H 18 H, 2011. (Matsushima, R., Maekawa, M., Fujita, N., Yamashita, J., Sakamoto,
W.: Cell biological studies of starch grain morphology. The Japanese Society of Applied Glycoscience, November
18, 2011, Fukuyama)

MR A2 7 v — 7 (Group of Cytomolecular Biochemistry)

(1) AR 222G #W-H % - Shagimardanova Elena - Oleg Gusev * RJE i « PRAEEZ - Margarita Levinskikh -
Vladimir Sychev - Natalia Novikova - Anatoly Grigoriev : EIBFH A 7 — 3 a Y RFMCIRE L - KA T o 4
fraed). BAFHEWRZ A% 25 ML, HE 9 H 30 H-10 H 1 H, 2011. (Sugimoto, M., Ishi, M., Mori,
I., Shagimardanova, E., Gusev, O., Kihara, M., Hoki, T., Sychev, V., Levinskikh, M., Novikova, N. and Grigoriev,
A. : Viability of barley seeds after exposure to outside of international space station. 25" Annual Meeting of the
Japanese Society for Biological Sciences in Space. Sep. 30- Oct. 1, 2011, Yokohama)

(2) &FEKIREL - Oleg Gusev * Gail Bingham - Margarita Levinskikh * Vladimir Sychev + Mary Hummerick + Raymond Wheeler
AR FHEBEETERTT 5 I AT OA ML ARE - Bi@R o3 HARFHAEMR AR 26 MRS, #
# 9 H 30 H-10 H1H, 2011. (Kanamori, T, Gusev, O., Bingham, G., Levinskikh, M., Sychev, V., Hummerick, M.,
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(3)

Wheeler, R. and Sugimoto, M.: Expression of stress /defense-related genes in Mizuna grown under space environment. 25%
Annual Meeting of the Japanese Society for Biological Sciences in Space. Sep. 30- Oct. 1, 2011, Yokohama)

FrilimEste - RCEB - - A % - RE 3R FeIFE— - A - I FREE - BEE B3 D I v I
T HWE5E - 2 30 % IR A %K OB RESUBIE O MBI E K528 - HARFH AR AR5 25 MR &, i, 9
H 30 H -10 H 1 H, 2011. (Katayama, N., Nagasaka, S., Sugimoto, M., Kihara, M., Arai, S., Hashimoto, H. and
Yamashita, M.: Studies on space food suppressing the rise of the blood sugar level — Sensory evaluation and blood
sugar level after eating the whole rice containing 30% of barley— . 25 Annual Meeting of the Japanese Society for
Biological Sciences in Space. Sep. 30- Oct. 1, 2011, Yokohama)

BRI S BTS2 7 )V — 7 (Group of Environmental Response Systems)

(1)

PR AR VE Y O 3 & X b LRSS L H 27 BRI FE Y ¥R T AN 3 MR A - L AR
WMy v RY 7 A, 8%, 3H 7-8H, 2011. (Hirayama, T.: Function of plant hormones in stress response. The
27™ IPSR Symposium and The 3rd Plant Stress Science Symposium, March 7-8, 2011, Kurashiki)

IFR - ANHYNEN - FRERRES - MR - P ILBER ¢ ABA B PP2C AHG1, AHGS H§¢ 52 1A HAE F R 1 O f# AT .
8552 Il H AR AERFSEES, A, 3 H20-22 H, 2011. (Ushiyama, S., Otagiri, M., Ino, Y., Umezawa, T.,
Hirayama, T.: Identification of the interacting proteins for AHG1 and AHG3, PP2Cs implicated in ABA response.
Annual Meeting of the Japanese Society of Plant Physiologists, March 20-22, 2011, Sendai)

BB - PRI B - SR F5A - WG SEA - PN - ZEANVE CRBIZ BT 28R TFBUREN . 55 52 nH
AR AR AR, A, 3 H 20-22 H, 2011. (Okamoto, M., Tsuboi, Y., Goda, H., Shimada, Y., Hirayama,
T.: Analysis of the effect of multiple hormone treatments. Annual Meeting of the Japanese Society of Plant
Physiologists, March 20-22, 2011, Sendai)

SFRIERRER - WPATEE - & IR - HHZFAT - JLIEMIRN ABA ¥ 7 Y ZICBIT S Y a A X+ X AHKS O HE .
%52 M HAMYARSEES, G, 3 H20-22 H, 2011. (Munemasa, S., Nakamura, Y., Mori, I.C., Murata,
Y.: Roles of Arabidopsis AHK5 in guard cell ABA signaling. Annual Meeting of the Japanese Society of Plant
Physiologists. March. 20-22, 2011, Sendai)

Rhee, J., Mori, 1., Sasano. S., Katsuhara, M. : Detection of transport activity in barley and rice aquaporins with newly
developed yeast system. &5 52 [0l H A A4 B4 45 4E %, I, 3 H 20-22 H, 2011. (Rhee, J., Mori, 1.C., Sasano. S.,
Katsuhara, M.: Detection of transport activity in barley and rice aquaporins with newly developed yeast system.
Annual Meeting of the Japanese Society of Plant Physiologists, March 20-22, 2011, Sendai)

i RZEAT - A& R - i - SRIEREORHR - BB AR - AR - AT H ST - AR SALEITICE ST %
AtALMTI12 stk . 5% 52 [0l H AR P2 4E &, flis, 3 H 20-22 H, 2011. (Sasaki, T., Mori, 1.C., Furuichi,
T., Munemasa, S., Toyooka, K., Matsuoka, K., Murata, Y., Yamamoto, Y.: Involvement of AtALMT12 transporter in
stomatal closure. Annual Meeting of the Japanese Society of Plant Physiologists, March 20-22, 2011, Sendai)

SRS - R - =W - AR - AR R - RIS - ATHDAT C Y a A X X ABA BESILMALIIC BT S
PLDal & PLDJ DFREMAT . 4 52 ol H AREM P2 4R &, e, 3 H 20-22 H, 2011. (Uraji, M., Katagiri,
T., Miura, A., Nakamura, Y., Mori, I.C., Shinozaki, K., Murata, Y.: Functional analysis of PLDal and PLD¢ in ABA-
induced stomatal closure in Arabidopsis. Annual Meeting of the Japanese Society of Plant Physiologists, March 20-
22,2011, Sendai)

HR-TVTANLABANTR - INNY AN E PRS- NHFT A FXDTRT T AF v 7343
AT7R—=I$ 5 NIy A% b2 M HAMY MR, G, 3 72022 H, 2011. (Mori, L.C,,
Arias-Barreiro, C.R., Sobahan, M., Hirai, Y., Murata, Y.: Effect of cadmium on apoplastic bypass flow in rice. Annual
Meeting of the Japanese Society of Plant Physiologists, March 20-22, 2011, Sendai)

REFEWH - FMER - H - AR - HHEIFAT ¢ 2 L Vit Arabidopsis thaliana 28 S4K O f##T . 48 52 [l
H AR A #2225 4E 4%, i, 3 H 20-22 H, 2011. (Ohno, M., Uraji, M., Mori, I.C., Nakamura, Y., Murata, Y.:
Analysis of selenium-tolerant mutants of Arabidopsis thaliana. Annual Meeting of the Japanese Society of Plant
Physiologists, March 20-22, 2011, Sendai)

HOR-FEN-HEER: 7277K) 0 Co&E@M%. BIMMY T 2 7R YFERER A% 6H3
H, 2011. (Mori, I.C., Rhee, J., Katsuhara, M.: CO: permeability of aquaporins. 3" Workshop on Plant Aquaporin
Studies, June 3, 2011, Kurashiki)

R ALOHIRIZB T B4 F Y F v AV ORI, EHYE 35— MR X RO A L ATt fl# ],
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Wi, 7H 14 H, 2011. (Mori, 1.C.: Regulation of ion channels in guard cells. Yabuta Seminar. July 14, 2011, Tokyo)

(12 Hossain, MA. * SRIETKER - ZLHZERS - RAEE - HF R - NHIF T Y04 XF A HLBMao Y ¥ A€ VERA T
N TF) T ANOT Ty YROBY, Pk 23 R HARZLF R HASE - hUESGRE R RS, H
&, 9 H 16-17 H, 2011. (Hossain, M.A., Munemasa, S., Uraji, M., Nakamura, Y., Mori, I.C., Murata, Y.: Involvement
of abscisic acid in methyljasmonate signaling in Arabidopsis guard cells. Nippon Nogei Kagakkai, Nishinipponshibu-
Chushikokushibu Godo Taikai. September 16-17, 2011, Miyazaki)

13 HHE - K R SARER - &EE - FA  Methyobacterium J&M T ORI~ DB 5L O BT . TFH
23 EE HARZALERVEHARLE - FIUESZH AR AL, HW, 9H 16-17 H, 2011. (Nakamura, Y., Mori,
I.C., Suzuki, N., Kimbara, K., Tani, A.: Analysis of domination mechanism of Methylobacterium on plants. Nippon
Nogei Kagakkai, Nishinipponshibu-Chushikokushibu Godo Taikai. September 16-17, 2011, Miyazaki)

14 FF R-FHZFTHLOMIBICB S ABA 27 1) v 7 HARKE 434 75 k4, B, 9 A 17-19 H, 2011. (Mori,
I.C., Murata, Y.: ABA signaling in guard cells. Annual Meeting of the Botanical Society of Japan. September 17-19,
2011, Tokyo)

HERIEXA ML X2 =y b (Soil Stress Unit)
i A N L A22 7 Vv — 7 (Group of Plant Stress Physiology)

(1) B Bk - RBRY - ILHES - KFEH A A0h FI v 2 EGE2 RS 58(5F. 56 52 1 H AR A Bl &40
%, flifs, 3 H20-22 H, 2011. p.9l.

(2) Zheng, L.Q., Yamaji, N., Ma, J. F. : OsYSL16 is a transporter of Cu-nicotianamine complex for Cu translocation in rice. &%
52 [l H AR A Bl 4R &, i, 3 H 20 H - 22 H, 2011. p.174.

(3) MR - IMbiEA - B @8 0 A ATV I = ANEMIEGHEIR T ART1 @ ¥ ARSI OFE. 45 52 [l H A
AR RS, A, 3H 20 H- 22 H, 2011. p.180.

(4) Xia, J. X., Yamaji, N., Ma, J. F. : A gene encoding a cysteine-rich peptide is involved in rice Al tolerance. &% 52 [bl H A
LY/l eRE S ﬁ" ilia, 3 H 20 H- 22 H, 2011. p.180.

(5) lidbpkss - B KA - KA KBIIE - B B8 A A OEITRIEBLT 5 OsNramp3 OFEREMENT. 55 52 Il H AHEH) A
P sAESs, i, 320 H- 22 H, 2011. p.251.

(6) MEIEAERE] - (LA - 5 @8k 0 v NO TV I = AGEEMRE A GBS O HUHE & ARRRIEAT. 58 52 [n] H Ay A H
FoE, i, 3H20H- 22 H, 2011. p.354.

(7) B S - LMiER - S8 SBAF S AWM T VAR — Lsil M@ L LIRS A, £ 3MAEY T
7 7R UHigERRGET R, A% 6 H 3 H, 2011. p6.

(8) =HzhZ - WA - Zhao, F-J. - 1§ &8 0 4 47 £ BREmEIK OsNIP2;1 O ELRIRVE DN, 25 3 WA 7 7
7R UHgERGET S, A% 6 13 H, 2011 p.7.

(9 1 ES%E A A7 A FRAEEEENE. HATEER AR Y VR DY A THREL D OAELE] 2 81
8 H- 10 H, 2011. p.230.

10) A - 4 RBIIE - B kAL - B B A A DS VA Y EICE YS9 % OsNramp3 OREREMAEAT. H AR Tg)E
BeEags, o<1k, 8H8H-10H, 2011. p.74.

1) =4AEEE - UbEs - B % 4 BEEEAR Lsil OFRBRIEEE OB, HARTEIEHSEAFES 2<KE, 8
H8H-10H, 2011. p.67.

(12 BEIERER - LA - B B U NOT VI =y AFEN N T AR -y — O HEE L RRRREAT. H AR TIEIEE
KR, 2<E, 8H8H - 10 H, 2011. p.8r.

13) ffi 4% ARBHIE - (LM EAS - 1 B8k 4 Ao~ U7 VU S-3 % ik AR R T OBEREMAT. HAR LIRS E A
><iE, 84 8H-10H, 2011. p.77.

(149 B & & - Fangjie Zhao - ¥ % $% : Al-induced secretion of organic acid anions in two Holcus lanatus accessions
differing in Al tolerance. H R 1SEERA XL, ©<I1E, 88 H - 10 H, 2011. p.84.

15 KREHALE - LES - ZHmRE -5 B% - A Al e RIEM o MMER 2. AR TEER2RES o< 8
A 8H-10H, 2011. p.91.

16) LEPRE - B R - ARE= - MM —RE - S B A AOET Y VERMICEG TS T U AR - —#liir
FOHBEE T, AADEIERERESRZ, ©<1EX, 8 48 H - 10 H, 2011. p.76.

07 B SEE - MR AW E S - MR — S - (bR - B 8% - 1 BF K% Identification of the transporter
involved in Mn tolerance in rice. H A& 3R #&4ES, <X, 8 H8 H—- 10 H, 2011. p.8s.
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18 1 H%: EMOAEL TWEICEBT S I ATV T Y AKR—F —Bi%E. R4S E 21 MIRFgER A T u
754, R, 920 H, 2011. (5l

9 B B A FAHETEOEMICBESTI2EETORE LIS, OABEFEE 83 EASL, H#, 9H 20 H - 23
H, 2011.p. 74.

Fiy ik &8 27 )V — 7 (Group of Plant Growth Regulation)

(1) FFAEHE - 2 KRFELT - INRET - N BTBET VI =T X B, v~V — Bt ok . 0 AN
AL G, 3 H 20-22 H , 2011. (Qi Ge Qi, H., Sasaki, T., Yamamoto, Y.: Enhancement of vacuolar invertase
activity in tobacco cells under aluminum stress. Annual Meeting of the Japanese Society of Plant Physiologists,
March 20-22, 2011, Sendai)

(2) A RZEAT - BRI - bR - RIS ORER - SR AT - KRR - A OFAT - IARET - SALPITICE ST 5
AtALMTI2 Bikfk . H AR #2245 i, 3 H 20-22 H |, 2011. (Sasaki, T., Mori, 1.C., Furuichi, T., Munemasa,
S., Toyooka, K., Matsuoka, K., Murata, Y., Yamamoto, Y.: AtALMT12 involved in plant stomatal closure. Annual
Meeting of the Japanese Society of Plant Physiologists, March 20-22, 2011, Sendai)

(3) Julli BEN - & RFEAT - WG - FHRERR - A 5 0 ) Y RBET7 IV I =7 AREFERICBITL 04 XFXF
MY DT . H AR AR A4 G, 3 A 20-22 H |, 2011. (Maruyama, H., Sasaki, T., Okazaki, K., Shinano,
T., Wasaki, J.: Analysis of Arabidopsts thaliana root exudates under phosphorus deficiency and aluminum stress.
Annual Meeting of the Japanese Society of Plant Physiologists, March 20-22, 2011, Sendai)

(4) A RZEAT - FRE - Bl A - SRR ORER - SR A - AR - A HEDS T - AT AL O 2 HE Y 5
AtALMTI2 i 254K . H AR B3 E R 2 & ) © < idi, 8 A 8-10 H , 2011. (Sasaki, T., Mori, 1.C., Furuichi, T,
Munemasa, S., Toyooka, K., Matsuoka, K., Murata, Y., Yamamoto, Y.: AtALMT12 regulate plant stomatal closure.
Annual Meeting of the Japanese Society of Soil Science and Plant Nutrition, August 8-10, 2011, Tsukuba)

(5) VP - A RZFEAT - INAFET - 7T I =7 AL 5 ONTI&SZ M & 73 B3 N B U 2 WEAH o BT
AR %4 o< 1Em7, 8 H 810 H, 2011. (Izumi, Y., Sasaki, T., Yamamoto, Y.: Comparative analyses of
sugar metabolism between aluminum-tolerant and sensitive cultured tobacco cell lines. Annual Meeting of the
Japanese Society of Soil Science and Plant Nutrition, August 8-10, 2011, Tsukuba)

(6) INATEY - BHEEAR - A ] - B ER - REEP - EA KRFET © yNafisSiil e w7 v I =7 21088 L
7oA REER IO (A O VA B) o MR . HAR HIIER ) o il 8 H 8-10 H, 2011.(Yamamoto, Y.,
Shinano, T., Nakamura, T., Okazaki, K., Izumi, Y., Sasaki, T.: Metabolome analyses of changes due to organic acid
secretion triggered by aluminum in tobacco cells. Annual Meeting of the Japanese Society of Soil Science and
Plant Nutrition, August 8-10, 2011, Tsukuba)

(7) Sameeullah, M., Sasaki, T., Yamamoto, Y.: Role of sucrose transporter (NtSUT1) in aluminum toxicity and tolerance
mechanisms in tobacco cells. Annual Meeting of the Japanese Society of Soil Science and Plant Nutrition, August
8-10, 2011, Tsukuba.

(8) FLIIEN - fhix RFAT - NERI— - FIGE Y YRy XFZAFRPL0) Y IBB LU TV BTICHED S
b7 Y AR=F — DN . BRI, 2 <idT, 8 H 810 H , 2011. (Maruyama, H., Sasaki, T., Kojima,
S., Wasaki, J.: Analyses of malate and citrate transporters in Arabidopsis thaliana roots under phosphorus
deficiency. Annual Meeting of the Japanese Society of Soil Science and Plant Nutrition, August 8-10, 2011,
Tsukuba)

(9) R - M2 RZAT - ESHRIRER - AZILBER - MG — 50 - AR FEICFEE S5 I v a7 ALMT1 OB Eef#
Br . 55 21 IR A IR JE 58 2%, B, 9 H 20 ~ 22 H |, 2011. (Kan, T, Sasaki, T., Takanashi, K., Sugiyama,
A., Yazaki, K.: Functional analysis of LJALMT1 inducible during nodulation in Lotus japonicus. The 21™ Annual
Meeting for Plant-Microbe Interactions, September 20-22, 2011, Okayama,)

10) M 2 RFAT - Fat - IWARET MR 7V I = ZIEMWLAELY  TERE %A © ALMT % 4 78R A E Ok
ZRRUEZ IS L2838 A b L AT PEREY O . W B A\ E BRI R A 3R LY M Pk 23 4R EEFge s 4y | Bl
1,10 A 25 H , 2011. (Sasaki, T., Mori, I.C., Yamamoto, Y.: Plant specific aluminum-activated malate transporter:
developmental analysis of tolerant plants to environmental stresses using the multiple functions of ALMT-
type proteins. Annual Repot Meeting of the Yakumo Foundation for Environmental Science, October 25, 2011,
Okayama)
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T HEPERRERANT 77 )V — 7 (Group of Molecular and Functional Plant Biology)

(1) SR =R - A - HIREAK - BEILT 7 78 ¥ PIPL OKF v ¥ RVIEPIP2 12X > TR S5 . HANM
Wy A AR 4y 2011 SEEE4E 4y, flA, 3 A 20-22 H, 2011. (Shibasaka, M., Sasano, S. and Katsuhara, M.: Plasma-
membrane agauporin PIP2 opens PIP1 water channel. Annual Meeting of the Japanese Society of Plant Physiologists.
Mar. 20-22, 2011, Sendai)

(2 FTERN- HE - HHHH A - HE E K Detection of transport activity in barley and rice aquaporins with newly
developed yeast system. H AR L4422 2011 4 BE4F 4%, M, 3 H 20-22 H, 2011. (Rhee, J., Sasano,
S. and Katsuhara, M.: Detection of transport activity in barley and rice aquaporins with newly developed yeast
system. Annual Meeting of the Japanese Society of Plant Physiologists. Mar. 20-22, 2011, Sendai)

(3) HIEEA - VLW - &7 - BEHE - Bl sd - RSN D A A FOMKEREE T 7 TR Y ORETE
A MLAIRE . EI3MMEWT 2 7R YIFZEMGETS, 89, 6 A 3 H, 2011. (Katsuhara, M.. Horie, T., Kaneko, T,
Sasano, S., Furuich, T. and Shibasaka, S.: Root hydraulic conductivity of barley and osmotic stress response of
aquaporins. 3™ Plant aquaporin research meeting. Jun, 3, 2011, Kurashiki)

(4) ZE =IO - BREAR @ FIREERAER 7 7 7R Y ORBEHIC X 2L s 75 . £330 T 2 78 »
WroekREts, A%, 6 A 3 H, 2011. (Shibasaka, S. and Katsuhara, M.: Molecular mechanism of activation with co-
expression of plasma-membrane type aquaporins. 3™ Plant aquaporin research meeting. Jun, 3, 2011, Kurashiki)

(5) ZER - iR - A - HJEEK | Hydrogen peroxide permeability of aquaporin in rice, barley and Arabidopsis. %%

Sk 7 7 7R VMG S, AL 6 H 3 H, 2011. (Rhee, J., Sasano, S. and Katsuhara, M.: Hydrogen
peroxide permeability of aquaporin in rice, barley and Arabidopsis. 3™ Plant aquaporin research meeting. Jun, 3,
2011, Kurashiki)

(6) kMR - HFEEA D BEER MLV ABRETFICBI 544+ A FOKFAEIENE. 30T 72 7R VIIFEk
4%, A%, 6 H 3 H, 2011. (Tsuji, N. and Katsuhara, M.: Water transport of barley under osmotic stress, 3™
Plant aquaporin research meeting. Jun, 3, 2011, Kurashiki)

(7) MEEFEE - BEE e BRREEZ RO 2B IO AFOT 2 7R v E3NREEM T 2 7R L EFEsET
4, B, 6 H3H, 2011. (Sasano, S. and Katsuhara, M.: Barley and rice aquaporins with arsenite transport
activity. 3™ Plant aquaporin research meeting. Jun, 3, 2011, Kurashiki)

(8) AR - AEW - HEEA: 727 7K » 0 COox &tk . 8 3MAW T 7 7K Yk, A% 6 H3H,
2011. (Mori, L, Rhee, J. and Katsuhara, M.: COz permeability of aquaporins. 3™ Plant aquaporin research meeting.
Jun, 3, 2011, Kurashiki)

(9)  AfER - HIFEAR - SeIR=ME D IREE A P L ABRBETIZBT 5 4 AFHEM O KFIHBERENFZE . 45 35 MIMRIFZEsE &,
WH, 11 H 5-6 H, 2011. (Tsuji, N., Katsuhara, M. and Shibasaka, S.: Water transport of barley under osmotic
stress, 35th JSRR biannual meeting, Nov. 5-6, 2011, Tokyo)

IRIBEYMA ML X2 =y b (Biotic Stress Unit)
K - AW EAEH 27 Vv —7 (Group of Plant-Microbe Interactions)

(1) DA RRPLAS - &EURIF5 - SiARME0A - & BIZE © A A M7 D 5 508 L 72 Methylobacterivm J&HMIH @ MALDI-TOF/
SICX 258 . HARBRILFA KRS, KA, 3 H 25-28 H, 2011. (Okumura, M., Kimbara, K., Suzuki, N. and
Tani, A.: Classification of Methylobacterium species isolated from rice seeds. Annual Meeting of the Japan Society

for Bioscience, Biotechnology, and Agrochemistry, March 25-28, 2011, Kyoto)

(2) BKH 3K - /NE L - BEAES - RS REEE - & WA - 85)I—47 - Lehtonen, M. - Valkonen, J.PT. - ¥
WEIEE 0 A+ T (Racomitrium japonicum) S HEESNAMAEWE FD A F T 7203 BT
BHF5E . HARRZALSS KRS, B, 3 H 25-28 H, 2011. (Akita, M., Kobori, K., Tanigaki, Y., Udo H., Morita Y.,
Tani, A., Suzukawa, 1., Valkonen, J.P.T. and Murase, H.: Isolation of bacteria from Racomitrium japonicum and
their effect on the moss. Annual Meeting of the Japan Society for Bioscience, Biotechnology, and Agrochemistry,
March 25-28, 2011, Kyoto)

(3) KEPHEZ - FHAERT - 5 BHA - HEAMEW - BRI - B3EEEICAE BT 5 Methylobacterium J&HMTR O 7575
HARZ A KE, 5, 3 H 2528 H, 2011. (Mizuno, M., Yoshida, N., Tani, A., Yurimoto, H. and Sakai, Y.:
Distribution of Methylobacterium species on vegetable leaves. Annual Meeting of the Japan Society for Bioscience,
Biotechnology, and Agrochemistry, March 25-28, 2011, Kyoto)
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(10)

PCHEFR - THHORER - & WIZE - R - JOK B - SRRIBF- - 89ARME5L 1 JEL b1 RNA 7 4 Vv A sk ol

Wt RELH]. HARYRESA RS, B, 3 H27-29 H, 2011. (Kondo, H., Chiba, S., Tani, A., Saisho, D.,
Sakamoto, W., Kanematsu, S. and Suzuki, N.: Widespread endogenization of genome sequences of non-retroviral
RNA viruses into plant genomes. The Annual Meeting of the Japanese Phytopathological Society, March 27-29,
2011, Tokyo)

M H# - Liying Sun * Ana Eusebio-Cope * 8 ARMETL : N4 R4 VAL EEMEHE p29 D~ 4 AL+ 7 LIV R

7 b PR CGE SRR H AR R B A 2R &, Wl 3 H 2729 H, 2011. (Tanaka, T., Sun, L., Eusebio-
Cope, A. and Suzuki, N.: Induction of mycoreoviral genome rearrangements by a multifunctional protein p29
encoded by the prototype hypovirus. The Annual Meeting of the Japanese Phytopathological Society. March 27-
29, 2011, Tokyo)

Gumarang, A., Shirako, Y., and Suzuki, N.: A Host Factor Interacting with Mycoreovirus I Non-structural Proteins VP9

and VP10 Identified by a Yeast Two-hybrid Assay. The Annual Meeting of the Japanese Phytopathological Society,
March 27-29, 2011, Tokyo)

KEPHEZ - HHGRIT - A W - AW - BOREERE 0 2V ICERT S 2 5 — VEALTEMIE O 04 . HA

BEE SV SRR, HHB, 5 H 28 H, 2011. (Mizuno, M., Yoshida, N., Tani, A., Yurimoto, H. and Sakai,
Y.: Distribution of Methylotrophic bacteria on Perilla leaves. Kansai Branch Meeting of the Japan Society for
Bioscience, Biotechnology, and Agrochemistry, May 25-28, 2011, Kyoto)

THEHRER - ATHRTERY - 2% WIZE - AR - JOK B - ORI+ - S5RME0L - 7/ 4 — RNA 7 A4 vV A O 85 F

AR . 55 26 M EIYE > £ v AFE4x, 88, 6 H 16-18 H, 2011. (Chiba, S., Kondo, H., Tani, A., Saisho,
D., Sakamoto, W., Kanematsu, S. and Suzuki, N.: Horizontal gene transfer from non-retroviral RNA viruses to plant
genomes. The 26™ Meeting of the Chugoku/Shikoku Regional Virology Society, June 16-18, 2011, Tokushima)

AR - SAARMEEL 1 T ¥ R ZBERLY A )V A DOFFES 2N viroplasm & KA TR O BIHEYE . 5 26 [ v = DU [ A

WV ARFIES, fiE, 6 H 16-18 H, 2011. (Kondo, H. and Suzuki, N.: Assembly of orchid fleck virus particles is
associated with formation of nuclear viroplasm-like structure. The 26th Meeting of the Chugoku/Shikoku Regional
Virology Society, June 16-18, 2011, Tokushima)

RS - AR - U - AT - REPDRIR 2 (e 2 Bk & Bk 2 R L 7K BB Bl o i 76 . Bbie N A

F5FruY—%4% Wi, 6 H 2021 H, 2011. (Sugiura, K., Tani, A., Futamata, H. and Kimbara, K.: Development
of hydroponic culture utilizing plant-growth promoting bacteria and wastewater. Annual Meeting of the Japan Society
for Environmental Biotechnology, June 20-21, 2011, Tokyo)

LEEHR 7 VAR LICELTOY A VABEOGHRIE . F 40 [AARTFEL)HAROHES V] VU RY

v A, Pz, 7 H 30 H, 2011. (Kondo, H. Risk of virus infection under conservation-driven propagation of
Japanese wild orchids. The 4™ symposium of “Help Conserve the Japanese Wild Orchids”, July 30, 2011. Shinjuku-
Gyoen)

HATHISE - & OB SRMEEL - BIEMF - A B L Methylobacterium J&HTE OREY~ OB S ALEERE O N . H

REZACF RV H ARSI - pUESHGE KRS, Bk, 9 H 16-17 H, 2011. (Nakamura, Y., Mori, ., Suzuki,
N., Kimbara, K. and Tani, A.: Mechanism of predomination by Methylobacterium species on plants. West Japan
and Chu-Shikoku Branches Meeting of the Japan Society for Bioscience, Biotechnology, and Agrochemistry,
September 16-17, 2011, Miyazaki)

RIS - & B SRMEL - AT - B B - Methylobacterium J&TR OREY)~ OB S ALEEEE O AT . Al

AFgESs, Wil, 9 A 20-22 H, 2011. (Nakamura, Y., Mori, I., Suzuki, N., Kimbara, K. and Tani, A.: Mechanism
of predomination by Methylobacterium species on plants. Annual Meeting of Japanese Society of Plant Microbe
Interactions, September 16-17, 2011, Miyazaki)

A - BT RRBRAS - & AT - #i AR1E5L - MALDI-TOF/MS % Fl W72 4 A H - B 3 Methylobacterivwm J& ¥l #i
ORFEFEOMN LIS . HAREW T4, WE, 9 H 26-28 H, 2011. (Tani, A., Okumura, M., Kimbara, K. and
Suzuki, N.: Establishment and application of MALDI-TOF/MS-based classification of Methylobacterium species
isolated from rice seeds. Annual Meeting of The Society for Biotechnology, Japan, September 26-28, Tokyo)

HH - Liying Sun - Ana Eusebio-Cope * #iARGIA : NA R A VA SHEREAE p29 2L DL I A VAT )

LMK OFEE. HANYHRAASEEIERS, &8, 10 A 1-2 H, 2011. (Tanaka, T, Sun, L., Eusebio-Cope,
A. and Suzuki, N.: Induction of reoviral genome rearrangements by a multifunctional protein p29 encoded by the
prototype hypovirus CHV1-EP713. The Annual Meeting of the Kansai Regional Branch of Japanese Phytopathological
Society, October 1-2, 2011, Takamatsu)

THOHOKHE - ATk M - 45 WIE - ARG - K B - JRIRT - SSARMEIA T AR S 7z K
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TN T 4 T4 74 VAR HARYHAS SN, &%, 10 H 1-2 H, 2011. (Chiba, S., Kondo,
H., Tani, A., Saisho, D., Sakamoto, W., Kanematsu, S. and Suzuki, N.: Primeval partitivirus horizontally transferred
into plant genomes. The Annual Meeting of the Kansai Regional Branch of Japanese Phytopathological Society,
October 1-2, 2011, Takamatsu)

7)) AHE - HF R BAREL - SEANE - A WL L Methylobacterium J&RITE OREYI~ OB S LB DfRNT. 25 30
B LR EE 3 —, A%, 12 A 10 H, 2011. (Nakamura, Y., Mori, 1., Suzuki, N., Kimbara, K., Tani, A.: Mechanism
of predomination of Methylobacterium species in phyllosphere. The 30™ Okayama Regional Phytopathology Meeting,
December 10, 2011, Kurashiki)

Ky - BWEAAEAEH 7 Vv —7 (Group of Plant-Insect Interactions)

(1) Galis, L: Plant defense against insects: How long will it take to untangle the jasmonate signaling? The 30" Okayama
Regional Phytopathology Meeting, December 10, 2011, Kurashiki.

EZEIEI=y b (Genetic Resources Unit)
KZ 7 )W —7 (Group of Barley Resources)

(1) HHAED - A B - O - RIFIEC - iz - SRS T - 59 A B - i - LA - FHIE W] - iR HE 2 -
YEIGE - OHEER) - EREFNA ¢ 22,651 O F & A F5E4ATR cDNA BLHI DO VERK & BEEEIEAT . H AHEM) A2 Bl o7 23 G
2, s, 3 H 20-22 H , 2011. (Matsumoto, T., Tanaka, T., Sakai, H., Amano, N., Kanamori, H., Kurita, H., Kikuta,
A., Kamiya, K., Yamamoto, M., Tkawa, H., Fujii, N., Hori, K., Itoh, T., Takeda, K. and Sato, K.: Development and
functional analysis of 22,651 barley full-length cDNAs. Annual Meeting of Japanese Society of Plant Physiology,
March 20-22, 2011, Sendai)

(2) ARWEFN)L - JCHEI - WA - KEHHEA A AT LT ) A3 ay M UVBITE Z0iEHE: . HABHESRSEES
s 3 H 29-30 H , 2011. (Sato, K., Motoi, Y. and Yamaji, N. Lower redundancy whole genome shotgun analysis
of barley and its application. Annual Meeting of Japanese Society of Breeding, March 29-30, 2011, Yokohama)

(3) PEERK - WIWCE - BHEWL - FrHAw & - AL - AR © R 2 2 F g~ SSR LD~ v
Yo 73 F 4 LF7 7 AEHO I AF~OFMHEZWEEICT 5 . HARFHEESHHES , A%, 3 H 29-30 H , 2011.
(Watanabe, S., Tomikawa, S., Masuda, M., Nitta, M., Sato, K. and Nasuda, S.: Genetic mapping of the SSR loci of
diploid wheat enables comparison among wheat SSR and barley EST maps. Annual Meeting of Japanese Society of
Breeding, March 29-30, 2011, Yokohama)

(4) FAKHEG - AFRIE - AEEEFIA - REMSE @ A4 & FHFOMKEO MBI 5A. HAFESESMES ik, 3 1
29-30 H , 2011. (Saisho, D., Ishii, M., Sato, K., Takeda, K.: Geographic distribution of pre-germination flooding
tolerance in barley. Annual Meeting of Japanese Society of Breeding, March 29-30, 2011, Yokohama)

(5) MEWERUE - JCHE - &R A X2 X7 /72y ay P UVBINICBIABER7T—FZ Y F1)— FoR)
BOHABFHEEAH#HES, I, 9 H 23-24 H, 2011. (Sato, K., Motoi, Y. and Yamaji, N.: Effect of extremely
long paired-end reads on the whole genome shotgun analysis of barley. Annual Meeting of Japanese Society of
Breeding, September 23-24, 2011, Fukui)

(6) wmiffess - HE - (EEEAIL - & RN - MIEEEE] @ 4 A F amol BIZFICHHT L2 DNAY— A —IZ L D5 B
TV RO . DB A S Mk, 9 H 23-24 H |, 2011. (Takahashi, A., Taketa, S., Sato, K.,
Yoshioka, T., and Yanagisawa, K. Selection of high beta-gulucan content lines using a DNA marker linked to the
high amylase (amol) gene in barley. Annual Meeting of Japanese Society of Breeding, September 23-24, 2011,
Fukui)

(7) R B - AP - O - REPEC - Rz - SRHEINZGS - - 59 HA B - sy - LA - BRI &] - iR HE 2 -
YT - PRI - AR AL - A 4 A Pl (135 2 4 ) ISR 0 24,783 5845 cDNA B4 & 7 — & N— 2 D4
HAF A #ES B, 9 A 23-24 H |, 2011.(Matsumoto, T., Tanaka, T., Sakai, H., Amano, N., Kanamori, H.,
Kurita, H., Kikuta, A., Kamiya, K., Yamamoto, M., Ikawa, H., Fujii, N., Hori, K., Itoh, T., Takeda, K. and Sato, K.:
Sequencing analysis of 24,783 barley (Haruna Nijo) full-length cDNAs and database construction. Annual Meeting
of Japanese Society of Breeding, September 23-24, 2011, Fukui)

(8) IAHKEE - FIAR - iEHRD - EEAIL . BHTA A AFICB T 2 RLERMEO HRAR © BIEKIREIEHRT V718
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RIES 5. HABMHFAHEHRS , BRI 13 (2) p8o, M3, 9 A 23-24 H , 2011. (Saisho, D. Ishii, M., Hori,
K., Sato, K.: Natural variation of vernalization requirements in domesticated barley: Higher grades of vernalization
requirements are biasedly distributed in East Asia. Annual Meeting of Japanese Society of Breeding, Ikushugaku
Kenkyu 13: Suppl. 2: 80, September 23-24, 2011, Fukui)

HIEEIFMEREMRNT 77V — 7 (Group of Genetic Resources and Functions)

(1) ®RH  E: A A FH7 B AR o HEE & AT 58 27 MR IR RS R Y AN 3 MM A b LA
BHEIE Y AR Yo A A, 3 H 7 H , p.8-9. 2011. (Taketa, S.: Isolation and characterization of seed related
genes in barley. Third Symposium of Plant Stress Research, March 8, 2011, Kurashiki)

(2) RH = -pRaSsk - Bl - 2887 - R A4 2 F TH Retafk E o #EET short awn 2 (Iks2) @
S~y ¥y HARBHSEE 119 mEHES | BHE  3 H 29 H 2011, FHE2AAFSE 13 (B 1) p.150. (Taketa, S.,
Yuo, T., Sakurai Y., Miyake, S. and Ichii, M.: Molecular mapping of the short awn 2 (lks2) gene on barley chromosome
7H. The 119th meeting of Japanese Society of Breeding. March 29, 2011, Yokohama)

(3) Wyleitde - BHNEH - —JREH - M B A A WARTARR rthl O REE O HEE : HABMARE 119 1
A BHE 3 H 29 H, 2011, BRESMIZE 13 (1) p.16 . (Yuo, T, Toyota, M., Ichii, M. and Taketa, S.: Isolation
of a causal gene for root hairless mutant 7t in rice. The 119" meeting of Japanese Society of Breeding, March 29,
2011, Yokohama)

(4) ®H HE-HRSE IFEF - BRER - Z8H T - R 4 A F TH Rtk B OB EIZ T short awn 2
(Iks2) DFEHME~y ¥ 7B XOEZREI . AARFHERE 120 MRS, fHHF 9 A 24 H, 2011, FHRESHF
7% 13 (3] 2) p.41. (Taketa, S, Yuo, T. Yamashita, Y., Sakurai, Y., Miyake, S. and Ichii, M.: Fine mapping and character
expression of the short awn 2 (lks2) gene on barley chromosome 7H. The 120™ meeting of Japanese Society of
Breeding, September 24, 2011, Fukui)

(5) IITFET - BERE - UIEEE - R E. 332 F BT L5 VU EREREET (ysSa) vy ¥y 7 H
AFE MR 120 WEEE %, R 9 H 24 H, 2011 FHEFAFZE 13( 5 2) p.40. (Yamashita, Y., Takahashi, A.,
Yanagisawa, T. and Taketa, S.: Molecular mapping of a high lysine mutant gene (lys3.a) in barley. The 120" meeting
of Japanese Society of Breeding, September 24, 2011, Fukui)

(6) MG - WHEL - EREAIL - MG - MIRER 4 A F amol BIZFICHEHT L2 DNAY—F—ICL 55 B
T v ERROES . HARBERE R 120 MEHES , M, 9 A 23 H, 2011 HHESAFZE 13 (3 2) p.213.
(Takahashi, A., Taketa, S., Sato, K., Yoshioka, T. and Yanagisawa, T.: Selection of high f-glucan content lines using a
DNA marker linked to the high amylose (amol) gene in barley. The 120" meeting of Japanese Society of Breeding,
September 24, 2011, Fukui)

(7) GRLEEY - WA - BRAEN - FOLEE - —HEIGS - R B A A OERELERR root hairless? (rth2) 1%
o u— 2GR EMRRIZ T (0sCSLDI) OMRETELT LIVIC L % . HARBMEAE 120 Gk s, it 9H
24 H, 2011. HHEAEWFZE 13 (B 2) p.119. (Yuo, T,, Shiotani, K., Miyao, A., Hirochika, H., Ichii, M.: Roothairless2 (rth2)
mutant represents a loss-of-function allele of the cellulose synthase-like gene OsCSLD1 in rice (Oryza sativa L.).
The 120™ meeting of Japanese Society of Breeding, September 24, 2011, Fukui)

B A REY) 77V — 7 (Group of Wild Plant Science)

(1) AR B FERMERE DM L. 2R AHIRG AR . HARME R ZEAA1 50 F4ERLE (26 M) ¥y RI T4,
WH, 9 H 4 H, 2011. (Enomoto, T. : Exotic plants are increasing and some of native weeds are becoming to
endangered plants in Japan. Proceedings of the 50th anniversary (26th) symposium of the Weed Science Society
of Japan. Sep. 4, 2011, Tokyo)

(2 BEA WAk oORARLZBY (bE) ~N0ORA. K7 I THYEEERERY YR Y oA, Bl 1004 H,
2011. (Enomoto, T. : Weed invasions from other countries into Japan and Kunming in China. Symposium on Plant
Genetic Resources in East Asia. Oct. 4, 2011, Okayama)

(3) BHER] - & P - AT - HHEE  BREOECHYEEH/GIBIT 2 WS R RIT 3% . % 55 M H
RIS H B R RS RS, falid, 3 A 27-29 H, 2011. (Sonoda, S., Izumi, Y., Kohara, Y. and Yoshida, H. : Effects
of pesticide practices on insect biodiversity in Japanese peach orchards. Annual Meeting of the Japanese Society
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of Applied Entomology and Zoology. Mar. 27-29, 2011, Fukuoka)

(4) @ 0% - GHEREBUHE - AR PR - ERIHRE - REER]  IFIFA T IO E L A0 A4 FREPITER
HIZDWT (D). 5 55 M H A G B R ks, i, 3 H 2729 H, 2011. (Bao, W.-X., Ito, M., Murai, T.,
Narai, Y. and Sonoda, S. : Pyrethroid resistance in Thrips palms (II). Annual Meeting of the Japanese Society of
Applied Entomology and Zoology. Mar. 27-29, 2011, Fukuoka)

(5) HEFFH - INF M- WHER - BA B BREAYY ) Z7HE (Y v ) 748 o5BEPNEsE . H AR
B EE 50 MG, 2011, FIHE R O & . (Yoshino, M., Yamashita, J., Sonoda, S. and Enomoto, T. : Taxnomic
reexamination of the genus Cyperus s. I. (Cyperaceae) from Japan. 50th annual meeting of the Weed Science
Society of Japan. Apr. 2-3, 2011, Tokyo)

g/ LEEI1=y k (Applied Genomics Unit)
¥ Re > FRMT 77 Vv — 7 (Group of Nuclear Genomics)

(1) RWBgEEZ - SV - AYHER © ¥ N3 B K DNA O A 7 Hid. HABRYRH 83 WK%, wUfkili , 9 H 2023 H .
2011. (Nagaki, k., Shiobata, F., Murata, M.: A mosaic structure of centromeric DNA in tobacco. Annual meeting of
Genetics Society of Japan, September 20-23, 2011, Kyoto)

(2) ZEHEE - BEHBLTF - A HER - RBEFH @ foEdefs — FISHIEIC X 2 ¥ N 0BT L/ B Jefafhko 56 R, H
AEAEFEXE 3 M kK% FHAH 9 H 2023 H , 2011. (Shiobata, F., Yokota, E., Murata, M., Nagaki, K.:
Karyotyping of tobacco by immnunolabeling and FISH, and a discovery of mini B-chromosome. Annual meeting of
Genetics Society of Japan, September 20-23, 2011, Kyoto)

(3) FTHE - ZHEE - SARHT - MEEK - RIEEF @ Cre/LoxP Ml 2 12X 5 ¥ 0 4 X X Jeta Rk KB
K. HABIRYSH 83 MIK%, AN, 9 H 2023 H, 2011. (Murata, M., Shibata, F., Hironaka, A., Kashihara,
K., Nagaki, K.: Mega-base scale chromosomal rearaangements induced by Cre/LoxP-mediated recombinations in
Arabidopsis thaliana. Annual meeting of Genetics Society of Japan, Sepember 20-23, 2011, Kyoto)

(4) R - AR - AR - AT HE - A FHERSERGE 2 b 2 H3 L 85K DNA O Bl | Jefalky i
wo2AESR, FHEW, 11 H 11-13 H |, 2011. (Nagaki, K., Yamamoto, M., Mukai, Y., Murata, M.: Isolation of a
centromere-specific histone H3 and centromeric DNA sequences from Allizum fistulosum. Annual meeting of
Chromosome Society of Japan, November 11-13, 2011, Hiratsuka)

(5) MEHPLT - SeHEE - RBIEZ - A HE : 04 XF X FBIR I = Rtk ofidl & 2at . Jkrad 62 2E,
SEEH, 11 H 11-13 H , 2011. (Yokota, E., Shibata, F., Nagaki, K., Murata, M.: Molecular structure and stability of
ring minichromosomes in Arabidopsis thaliana. Annual meeting of Chromosome Society of Japan, November 11-
13, 2011, Hiratsuka)

7 Wi 7 v —7 (Group of Genome Regulation)

(1) HiJIHEE : A FDDNA b Y ARV Y, nDart \2& 55 754 Y OFR . 4 3 YA b L ARSI Y v RD
2 - o7 MIEFEMMAS Y YRV A A8, 3 A 7-8 H , 2011. (Maekawa, M.: Breeding of nDart-tagged lines
in rice. The 3™ Plant Stress Science Sympojium and 27™ IPSR Sympojium, March 7-8, 2011, Kurashiki)

(2) FHAZET - S AL - HEEA - Gi)IEE - A+ AFMIP 7 7 3 —OfNT . HARBREFEE 119 MaEHES
BEEH LK%, 3 H 29-30 H , 2011. (Utsugi, S., Shibasaka, M., Katsuhara, M. and Maekawa, M.: Analysis of a MIP
family in barley. Japanese Breeding Society, March 28-30, 2011, Yokohama)

(3) IKWIET - RIS . 3 AF O TEICHES 5 Tamybl0-Al BIZTHNTRONIZTATHB b T VARV Y GeST
(Genome Surfing Trader) \22\WT . 45119 M H AT A, M, 3 11 29-30 H , 2011. (Himi, E., Maekawa, M.:
GeST (Genome Surfing Trader), a novel DNA transposon inserted in Tamybl0-Al gene related to grain color in
wheat. 119™ Meeting of the Japanese Society of Breeding. March 29-30, 2011, Kanagawa)

(4) FIARET - S EME - BFEEA - 5l - A4 2FICBITETIP 7 7 3V — O L BEHH~07 7o —
F EIREYWT 2 TR YIRS, B8, 6 A 3 H, 2011. (Utsugi, S., Shibasaka, M., Katsuhara, M. and
Maekawa, M.: Analysis of a MIP family in barley. June 3, 2011, Kurashiki)

(5) JKHZET - FiIHEE : 2 AFETOICHEE 32 Tamybl0-Al BIZTWHPO RSN AFHFHNT VAR ¥
GeST (Genome Surfing Trader) DFBIIOWT L 45 120 M HAFE M2 6k, 9 H 23-24 H |, 2011. (Himj, E.,
Maekawa, M.: Characterization of a new transposon, GeST (Genome Surfing Trader), found in Tamyb10-A1l for
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grain color of wheat. 120™ Meeting of The Japanese Society of Breeding. September 23-24, 2011, Fukui,)

(6) KREEY: T AFBIOA A AFITBIT M1t & M IRIRO BN | MO7ZATBOE MRS - BN EER R A 7E
BeRE TEWWRZERTE 2 —, ©< ¥, 10 A 13 H, 2011. (Himi, E.: The relation between grain color and grain
dormancy on wheat and barley. Institute of Crop Science seminar, October 13, 2011, Tsukuba,)

(7) VAN Ty - KLY - UGS - WA —K - WiIHES . 79 3 7 ¥ VB CIEMEAL L 7- BEYER T Dart DFFE . 56
120 | H AR B M4, 3, 9 H 23-24 H | 2011. (Nishimura, H., Himi, E., Tida, S., Tsugane, K., Maekawa, M.:
Identification of Darts activated by 5azaC treatment in rice. 120™ Meeting of The Japanese Society of Breeding.
September 23-24, 2011, Fukui)

(8) WIIHEE - ViR FHAT - KIET - SUHEE - R— . A+ Y E— 2B L 54 ADDNA b5 Y ARV, Dart O
WAL . #5120 B D AE RS @I, 9 A 23-24 H |, 2011. (Maekawa, M., Nishimura, H., Himi, E., Tida, S., Tsugane, K.:
Activation of Dart, DNA transposon, by Ion beam irradiation in rice. 120™ Meeting of The Japanese Society of Breeding.
September 23-24, 2011, Fukui)

9) HINHEE : £ AOWNLEEDNA + 5 ¥ ARV ¥, nDart] OEREHIEER & 2 OFMH . 452 W [HEERYEIF—]
ANTE LK% 10 H 3 H, 2011. (Maekawa, M.: Mutants for rice grain and its utilization. The 2™ Industrial
Sciences Seminar, Ishikawa Prefectural University, October 3, 2011, Nonoichi)

(100 Gichuhi, E. W., Himi, E., Maekawa, M.: Genotyping of LIA rice lines deived from the cross between MwM, an African
wild species and T-65. Kenya Day, IPSR, October 21, 2011, Kurashiki.

) HINHEE @ BROZIKER LA . PR 23 R 9 M m K EZR A AR I - — , SRRy 11 H29H
2011.(Maekawa, M.: Mutants for rice grain and its utilization. The 9™ Food and Nutritional Sciences Seminar,
University of Shizuoka, November 29, 2011. Shizuoka)

Ay BREEE S 7 )V — 7 (Group of Adaptation to Bioenvironmental)

(1) % - L SO R M LRSS 0 A X XF AGST1 1 5T OG5 N T RO . HA
WA AES G, 3 B 20-22 H , 2011. (T. Kouno. and Ezaki, B.: Characterization of the factors involved
in the transcription of multi-stress-responsible A. thaliana AtGST11 gene. Annual Meeting of the Japanese
Society of Plant Physiologists, March 20-22, 2011, Sendai)

(2) VLW SC—-Jayaram Kottapalli- BN BT Al A ML AICBIT L A 7r AV HY (Andropogon virginicus L)
D 4O DT ERERE & NO A IZ oW T . HAMYERY X% i, 3 H 2022 H (Ezaki, B., Takahashi,
K., Higashi, A. and Jayaram K.: Four tolerant mechanisms and NO production under Al stress in Andropogon
virginicus L. Annual Meeting of the Japanese Society of Plant Physiologists, March 20-22, 2011, Sendai)

(3) VLWL— + B BET- - Jayaram Kottapalli : £ A BHEFEREY) 2 ) o7~ A VX (Andropogon virginicus L) @ 5D
D AL A b L AMPERREICOWT . HARIIRIERAS 5%, 8 A8 — 10 H, 2011. (Ezaki, B., Higashi, A. and
Jayaram, K.: Al tolerant mechanisms in a Poaceae wild plant, Andropogon virginicus L. Annual Meeting of the
Japanese Society of Soil Science and Plant Nutrition, August 8-10, 2011, Tsukuba)

(4) ¥ HIL - N T - ILE S 7T € R 7Y A AIGSTI BIZ T ORI - INE b 2 =G K 15 o Bk &
FENT . HAKEM IG5 A x4 4x | Fibil , 9 A 6-8 H , 2011. (Kouno, T., Nishiuchi, T. and Ezaki, B.: Isolation
and characterization of transcription factors involved in gene-expression and response mechanisms in A. thaliana
AtGSTI11 gene. Annual Meeting of the Japanese Society of Plant Cell Molecular Biology, September 6-8, 2011,
Fukuoka )

(5) —HBERER - HPAESE: 27 7V YW O b5 %8 —7 7K 7 4 FORE . HAREARFR
- EFEAS , @S, 11 A 11-12 H , 2011. (Issiki, R. and Tanakamaru, S.: Studies on freezing tolerance of
Primura Plants. Annual Meeting of Chyugoku Shikoku Chapter of Society of Agriculural Meteorology of Japan,
December 11-12, 2011, Takamatsu)

(6) ZEXY PUZT X - HPRER: BERICBTL2MIENOBNMEN . HARERRFRHE - WESBRE, &
.11 B 11-12 H , 2011. (Rabiya, T. and Tanakamaru, S.: Studies on Acid rain in Kurashiki. Annual Meeting of
Chyugoku Shikoku Chapter of Society of Agricultural Meteorology of Japan, December 11-12, 2011, Takamatsu)
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MEBRER LY Vv RIY Y L5
(List of Symposium Superintended by the Member of Institute)

International Plant and Animal Genome XVX
Barley Workshop

January 15, 2011
Town & Country Hotel, San Diego, USA
Organizers: Alan H. Schulman (MTT & University of Helsinki), Kazuhiro Sato (Okayama University)

1. Sequencing the barley genome in 2011
Gary Muehlbauer (Department of Agronomy and Plant Genetics, University of Minnesota)
2. Too many genes and pseudogenes: Runaway amplification of genic sequences in barley and wheat?
Thomas Wicker (Institute of Plant Biology, University Zurich)
3. We shall overcome: An incremental approach towards the barley genome
Klaus Mayer (MIPS, Helmholtz Center Munich)
4. Identifying a candidate for the barley grain dormancy QTL SD2
Shingo Nakamura (National Institute of Crop Science, Tsukuba)
5. CBF gene copy number variation and the role it plays in regulating expression of FR-2 CBF genes
Taniya Dhillon (Department of Horticulture and Crop Science, Ohio State University)

J—r2vavs
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7. WEE

Workshop
Towards the Comprehensive Understanding of Plant Systems

February 28, 2011
Okayama University, IPSR
Organizers: Takashi Hirayama (Okayama Univ., IPSR)
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1. Molecular mechanisms of the vascular system development
Demura, T. (NAIST)

2. Control engineering of biological clock in the plant factory
Fukuda, H. (Osaka Pref. Univ.)

3. Epigenome analysis of Physcomitrella patens
Kurata, T. (NAIST)

4. Ecological and population genetic approaches of the spatiotemporal fluctuation of plant stress response
Tanaka, K. (Tsukuba Univ.)

5. Circadian rhythm and environmental stress response of plant
Mizoguchi, T. (Tsukuba Univ.)

6. Identification of the Dual R-gene system and its application for molecular breeding
Narusaka, M. and Narusaka Y. (Okayama RIBS)

7. Discussion
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The 27" IPSR Symposium and Third Symposium on Plant Stress Science Research

March 7-8, 2011
Kurashiki Geibunkan
Organizer: Jian Feng Ma, Nubuhiro Suzuki, Wataru Sakamoto (IPSR, Okayama Univ.)

March 7

[Plant Resources])

1. Toward the development of genomics-based next generation breeding system in rice
Masahiro Yano (NIAS)

2. Development of nDart! (DNA transposon)-tagged lines in rice
Masahiko Maekawa (Okayama Univ.)

3. Functional genomics for stress responses in bread wheat
Yasunari Ogihara (Yokohama City Univ.)

4. Isolation and characterization of seed related genes in barley.
Shin Taketa (Okayama Univ.)

[Plant Stress Sciences]

5. Polar localization of boron transporter and regulation of boron-dependent degradation
Junpei Takano (Hokkaido Univ.)

6. Molecular mechanisms of mineral distribution at the rice node based on silicon transporter study
Naoki Yamaji (Okayama Univ.)

7. QTL analysis of panicle sprouting tolerance in rice
Kazuhiko Sugimoto (NIAS)

8. Functions of phytohormones and stress responses in plants
Takashi Hirayama (Okayama Univ.)

9. Strategies of tropical plants to adapt to adverse soil, usingfunctionalities of their epiphytic and endophytic microorganisms
in the roots
Yasuyuki Hashidoko (Hokaido Univ.)

March 8

[Plant Stress Sciences]

10. Plant volatiles ecology: plant volatiles drive information/interaction networks
Junji Takabayashi (Kyoto Univ.)

11. The mechanisms of specificity determination during infection of phytopathogenic fungi
Kazuya Akimitsu (Kagawa Univ.)

12. MAP kinases: their role in plant immune responses
Hirofumi Yoshioka (Nagoya Univ.)

Third Japan-China Joint Workshop on Plant Nutrition

March 27 - 29, 2011
Kurashiki Geibunkan
Organizer: Jian Feng Ma (IPSR, Okayama Univ.)

March 27

1. Phytosiderophore efflux transporters crucial for iron acquisition in plants
Naoko Nishizawa (Ishikawa Prefectural Univ.)

2. Fe-deficiency-induced response and its regulation in strategy I plants
Shao Jian Zheng (Zhejiang Univ.)

3. Regulatory mechanism of iron deficiency response by the transcription factor IDEF1
Takanori Kobayashi (The University of Tokyo)

4. Iron xylem transport, the long and short of it
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Rellan-Alvarez Ruben (CSIC)
5. Study of iron sensing focusing on primary root elongation in Arabidopsis
Ryoichi Araki (Suntory Foundation for Life Sciences)
6. OsYSL16 is a transporter of Cu-nicotianamine complex for Cu translocation in rice
Luging Zheng (Okayama Univ.)
7. Roles of sulfur-responsive cis-acting elements in uptake and root to shoot transport of sulfate
Akiko Maruyama (Kyusyu Univ.)
8. Expression and functional characterization of putative high affinity nitrate transporters in rice
Guohua Xu (Nanjing Agricultural Univ.)
9. Metabolomics data reveal a crucial role of cytosolic glutamine synthetase 1;1 in coordinating metabolic balance in rice
Miyako Kusano (RIKEN Plant Science Center)
10. Nitrogen application and the rhizosphere microbe flora changes in wheat and faba bean intercropping system
Yi Zheng (Yunnan Agricultural Univ.)
11. Nitrate transporters in barley
Kuni Sueyoshi (Niigata Univ.)
12. Regulation of plant growth by bacterial volatile
Jun Murata (Suntory Foundation for Life Sciences)

March 28

13. Plant strategies of phosphorus uptake from unavailable forms
Jun Wasaki (Hiroshima Univ.)

14. HKT transporter-mediated K™ homeostasis in Oryza sativa plants
Tomoaki Horie (Shinshu Univ.)

15. ITonome analysis with global climate change
Takuro Shinano (National Agricultural Research Center for Hokkaido Region)

16. A novel mechanism of Boron-dependent regulation of gene expression: degradation of NIP5;1 mRNA through 5UTR
Toru Fujiwara (The University of Tokyo)

17. Polar localization and endocytic degradation or boron transporters in Arabidopsis thaliana
Junpei Takano (Hokkaido Univ.)

18. Roles of 5'UTR in B-dependent translation of boron transporter in Arabidopsis thaliana
Kyoko Miwa (Hokkaido Univ.)

19. DNA damages are major cause of B toxicity and condensin II is required for reducing the damages
Takuya Sakamoto (The University of Tokyo)

20. Functional study of boron in root elongation of Arabidopsis murl, a fucose-deficient mutant
Yingshi Liang (The University of Tokyo)

21. Isolation and characterization of mutants exhibiting the low activity of the plasma membrane H*-ATPase in Arabidopsis
roots
Shinichi Inoue (Nagoya Univ.)

22. Characterization of open-stomata mutant 7¢/1 exhibiting ABA-insensitive phenotype in stomatal guard cells
Tomo Tsuzuki (Nagoya Univ.)

23. Characterization of ¢n vitro phosphorylation and dephosphorylation of the plasma membrane H*-ATPase
Yuki Hayashi (Nagoya Univ. )

24. Silicon in agriculture — from laboratory to field
Yongchao Liang (Chinese Academy of Agricultural Sciences)

25. Preferential Si distribution to the panicles mediated by transporters for inter-vascular transfer at rice node
Naoki Yamaji (Okayama Univ.)

26. Isolation and functional characterization of silicon transporters in two pumpkin cultivars contrasting in silicon
accumulation
Namiki Mitani (Okayama Univ.)

27. Water transport and its transporters in rice and barley
Maki Katsuhara (Okayama Univ.)

28. Effects of nutrient deficiencies on the water relation in Figleaf gourd cellular level
Jiye Rhee (Okayama Univ.)

29. OsHMAS, a transporter limiting Cd accumulation in rice
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Daisei Ueno (Kochi Univ.)
30. Citrate-transporting MATE proteins play two different physiological roles in plants
Kengo Yokosho (Okayama Univ.)
31. The role of cell wall polysaccharides in Al toxicity/resistance in plants
Jianli Yang (Zhejiang Univ.)
32. The roles of flavonoid accumulation on strong aluminum-resistance in roots of woody plants
Hiroki Osawa (The University of Tokyo)
33. Identification of a cis-acting element for ART1, a transcription factor for Al tolerance in rice
Tomokazu Tsutsui (Okayama Univ.)
34. A gene encoding a cystein-rich peptide is involved in rice Al tolerance
Ji Xing Xia (Okayama Univ.)
35. Aluminium transporters in rice
Jian Feng Ma (Okayama Univ.)
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Program of IPSR Open Lectures, Okayama University 2011

May 28, 2011, IPSR
Title: Global Environment and Food Production

1. Ion transport involved in plant growth regulation Takayuki Sasaki (IPSR)
2. How plants recognize and respond to unfavorable environment Takashi Hirayama (IPSR)
3. Benefit of Silicon to rice growth and relation to arsenic pollution Naoki Yamaji (IPSR)
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6. AR A BREEM OsNIP2;1 O IR RIE D IR HT
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9. Hydrogen peroxide permeability of aquaporin in rice, barley and Arabidopsis
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The 3™ research meeting for plant aquaporins

June 4, 2011, Kurashiki Geibunkan
Organizer: Maki Katsuhara (IPSR, Okayama Univ.)

(Oral presentation)
1. Root hydraulic conductivity in barley and stress response of aquaporins in barley
M. Katsuhara (IPSR, Okayama University)
2. Molecular mechanism of PIP-activation by co-expression
M. Shibasaka (IPSR, Okayama University)
3. Gene locus enhancing leaf photo-assimilation via high root hydraulic conductivity in rice
S. Adachi (Grad. School Agri. Tokyo Univ. Agri. Tech.,)
4. Expression response of rice aquaporins to the demand of evaporation
M. Murai (Tohoku Agri Res. Center, NARO)
5. Si-transporter Lsil also transports arsenite and selenite
J.F. Ma (IPSR, Okayama University)
6. Substrate-specificity of rice Si-transporter Lsil
N. Mitani (IPSR, Okayama University)
7. Regulatory mechanism of mRNA boron-dependent accumulation according in A. thaliana NIP5;1
M. Tanaka (Grad. School Agri. Life Sci., University of Tokyo,)
8. PIP aquaporins of seagrass, Zostera marina
H. Shiota (Dep. Nanosystem Science, Yokohama City University)
9. Hydrogen peroxide permeability of aquaporin in rice, barley and Arabidopsis
Jiye Rhee (IPSR, Okayama University)
10. Effects of environmental humidity and root temperature on the expression of aquaporins and growth of rice
T. Kuwagata (Nat. Inst. Agro-environmental Sci.)
11. Wtare transport activities of rice OsPIP1 and stress tolerance
Y. Kitagawa (Kitagawa. Res. Inst.)
12. A. thaliana PIP2;3 responses to high temperature stress.
A. Tsuchihira (Grad, School Bioagri. Sci., Nagoya University)
13. Aquaporins on photosynthesis and water use efficiency
Y. Hanba (Kyoto Inst. Tech.)
14. Evaluation of photosynthetic functions in tobacco plants over-expressing an aquaporins gene from ice-plant
M. Kawase (Kyoto Inst. Tech.)
15. Regulation of aquaporins expression in biological clock mutant of A. thaliana
K. Nara (Nara Woman's University)
16. Dynamics of aquaporins in rice grain during the maturation and germination
H. Hayashi (Tohoku Agri Res. Center , NARO)
17. Expression and role of aquaporins in flowers and fruits
K. Shiratake (Grad, School Bioagri. Sci., Nagoya University)

(Poster Presentation)

1. Phylogenic analysis of PIP and TIP aquaporins in major crops, and comparison with rice aquaporins
J. Sakurai-Ishikawa (Tohoku Agri Res. Center , NARO)

2. PIP genes in aquatic plants of Potamogeton
K. Kosuge (Grad. School Sci.)

3. Expression and functional analysis of whole novel aquaporin SIXIPs in tomato
S. Akiyama (Grad, School Bioagri. Sci., Nagoya University)

4. Intracellular interaction of rice OsPIP1;and 2;1, and regulation of their localization
N. Matsumoto (Biol. Sci,, Akita Pref. University)

5. Characteristics and analysis of barley TIP family
S. Utsugi (IPSR, Okayama University)

6. Effect of phytochrome A deficiency on aquaporins accumulation and localization

46



A. Okamoto, Y. Nakabayashi (Nara Woman's University)
7. Measurement of quick responses of stomatal and internal COz conductance with a quantum cascade laser (QCL) -
examinations with Eucalyptus trees over-expressing PIPs -
N. Kodama (Nat. Inst. Agro-environmental Sci.)
8. Stomatal COz conductance and photosynthesis in rice community
K. Ono (Nat. Inst. Agro-environmental Sci.)
9. Differences of stomatal CO2 conductance and photosynthesis among rice varieties
M. Kondo (Inst. Crop Science, NARO)
10. CO2 permeability of aquaporins
1. Mori (IPSR, Okayama University)
11. Water transport of barley under osmotic stress
N. Tsuji (IPSR, Okayama University)
12. Barley aquaporins transporting arsenite
M. Katsuhara (IPSR, Okayama University)

The 2nd International Mycovirus Symposium in JAPAN

September 17-20, 2011
Otaru, Japan
Organizer: Nobuhiro Suzuki, Hideki Kondo, Kazuyuki Maruyama, Sotaro Chiba, Ana Eusebio-Cope
(IPSR, Okayama University)

1. Fungal virology: where have we been, where we are now, and where are we going
Bradley I. Hillman (Rutgers University)

2. Characterization of a novel chrysovirus, CnV1-BS122 in Korean Cryphonectria nitschker BS122 strain
Dae-Hyung Kim (Chonbuk National University)

3. A novel mycoreovirus infects plant fungal pathogen Sclerotinia sclerotiorum
Daohong Jiang (Huazhong Agricultural University)

4. A hypovirus related to Cryphonectria hypovirus 3 infects the plant pathogenic fungus Sclerotinia sclerotiorum
Daohong Jiang (Huazhong Agricultural University)

5. Genome characterization of a victorivirus and two mitoviruses co-infecting the phytopathogenic fungus Sclerotinia
nwalis
Mingde wu (Huazhong Agricultural University)

6. A novel quadripartite dsRNA virus isolated from a phytopathogenic filamentous fungus, Rosellinia necatrizx.
Yu-hsin Lin (IPSR, Okayama University)

7. Characterization of a novel bipartite dSRNA mycovirus, Rosellinia necatriz megabirnavirus 1 with virocontrol potential
isolated from the white root rot fungus
Salaipeth Lakha (IPSR, Okayama University)

8. Novel mycoviruses in cultivated mushroom in Korea
Hyun-Sook Lee (Gyeongsang National University)

9. A novel mycovirus in an obligate biotroph arbuscular mycorrhizal fungus: a hidden player in mycorrhizal symbiosis
Tatsyhiro Ezawa (Hokkaido University)

10. Diversity and characterization of viruses in Spanish strains of Beauveria bassiana
Inigo Zabalgogeazcoal (Institute of Natural Resources and Agrobiology of Salamanca)

11. Transmission, curing, and identification of viruses in the entomopathogenic fungus Tolypocladium cylindrosporum
Inigo Zabalgogeazcoal (Institute of Natural Resources and Agrobiology of Salamanca)

12. Four unrelated RNA viruses of the oomycete plant pathogen that causes late blight of potato and tomato, Phytophthora
nfestans
Bradley I. Hillman (Rutgers University)

13. The presence of mycoviral double-stranded RNAs in Alternaria alternata Japanese pear pathotype causes the
morphological changes to the host fungus
Kana Takeshita (Tokyo University of Agriculture and Technology)
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14.

15.

16.

17.

18.

19.

20.

21.

22.

23.

24.

25.

26.

27.

28.

29.

30.

31.

32.

33.

Two mitoviruses in a single hypovirulent isolate of the plant pathogenic fungus Sclerotinia sclerotiorum
Mahmoud Khalifa (The University of Auckland )

Double infection by cryptic mycoviruses conferring hypovirulence in the white root rot fungus, Rosellinia necatrix
Atsuko Sasaki (National Institute of Fruit Tree Science, National Agricultural Research Organization)

Heterogenic incompatibility and mycovirus transmission in Rosellinia necatrix
Kenichi Ikeda (Kobe University)

Transmission of Botrytis virus X and Botrytis virus F and their phenotypic and metabolic effects in Botrytis cinerea
Mike Pearson (The University of Auckland )

Mycophagous nematodes: potential mycovirus vectors
Takuo Sawahata (National Institute of Fruit Tree Science, National Agriculture and Food Research Organization)

A novel colony-print immunoassay reveals differential patterns of distribution and horizontal transmission of four
unrelated mycoviruses in Rosellinia necatrix
Hajime Yaegashi (Apple Research Station, National Institute of Fruit Tree Science, National Agriculture and Food
Research Organization)

Biochemical and functional analyses of viral proteins of Magnaporthe oryzae chrysovirus 1 (MoCV1) in rice blast fungus
Hiromitsu Moriyama. (Tokyo University of Agriculture and Technology)

Genome-wide expression profiling reveals transcriptional reprogramming in Fusarium graminearum by FgV-DK21
virus infection
Won Kyong Cho (Seoul National University)

Proteomic dissection of the interplay between a hypovirus and its fungal host
Bao Chen (Guangxi University)

Cryphonectria hypovirus 1 (CHV1) infection of Cryphonectria parasitica: evidence of indirect interaction with MAP
kinase cascades and initial efforts to develop specific markers for CHV1 subcellular localization and cytopathology
Massimo Turina (Institute of Plant Virology, CNR)

Molecular characterization of fungal host factor that responses to dsRNA mycovirus, FgV1-DK21
Moonil Son (Seoul National University)

Genome rearrangement of a mycovirus Rosselinia nectria Megabirnavirus 1 affecting its ability to attenuate the host
fungus virulence
Satoko Kanematsu (Apple Research Station, National Institute of Fruit Tree Science, National Agriculture and
Food Research Organization)

Rearrangements of Mycoreovirus 1 S1, S2, and S3 induced by a multifunctional protein p29 encoded by the prototypic
hypovirus CHV1-EP713
Liying Sun (Zhejiang Academy of Agricultural Sciences)

Mycoreovirus 1 rearrangements generated in a dcl2 deletion mutant of the chestnut blight fungus, Cryphonectria
parasitica
Ana Eusebio-Cope (IPSR, Okayama University)

Recombinant expression of the Botrytis virus X coat protein and development of an immuno-fluorescent method for the
detection and intracellular localisation of Botrytis virus X in Botrytis cinerea
Mike Pearson (The University of Auckland)

Spontaneous emergence of mycovirus-like double-stranded RNAs in the white root rot fungus Roselinia necatrix in an
apple orchard
Satoko Kanematsu (Apple Research Station, National Institute of Fruit Tree Science, National Agriculture and
Food Research Organization)

Ourmiaviruses, a plant virus genus with possible origin through genomic reassortment with mycoviruses of the family
Narnaviridae
Massimo Turina (Institute of Plant Virology, CNR)

Structural conservation of the double-stranded RNA genome between plant endornaviruses
Ryo Okada (Tokyo University of Agriculture and Technology)

Evolutionary history of the family Partitiviridae: insight from viewpoint of paleovirology
Sotaro Chiba (IPSR, Okayama University)

Cellular and population level anti-mycovirus defence mechanisms
Gil Choi (University of Maryland)
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International Symposium on Management of Insecticide Resistance

September 19-22, 2011
Guiyang, China
Organizers: Shi Xueyan (China Agricultural University), Li Ming (Guizhou University)
and Shoji Sonoda (Okayama University)

1. Management of insecticide resistance development in diamondback moth, Plutella xylostella (L.)
Tadashi Miyata (Nagoya University) and Gang Wu (Fujian Agriculture and Forestry University)

2. Insecticide resistance monitoring of rice pests
Li Jianhong (Huazhong Agricultural University)

3. Sodium channel mutations associated with pyrethroid resistance and their frequencies in the field strains of the
diamondback moth, Plutella xylostella L. collected at different Asian countries
Shoji Sonoda (Okayama University)

4. Control effect of seeds dressing with imidacloprid and thiamethoxam on wheat aphids and the residue dynamics in wheat
leaves
Miao Jin, Du Zhen-Bao and Wu Yu-Qing (Henan Academy of Agricultural Sciences)

5. Gene expression profiling in the thiamethoxam resistant and susceptible B-biotype sweetpotato whitefly, Bemisia tabact
Xie Wen, Zhang Youjun (Chinese Academy of Agricultural Sciences)

6. Asian rice planthoppers have developed species- and area-specific insecticide resistance since mid-2000s
Masaya Matsumura (National Agricultural Research Center for Kyushu Okinawa Region)

7. The status of insecticide resistance in Japanese domestic populations of the small brown planthopper, Laodelphax
striatellus (Homoptera: Delphacidae) after a large oversea migration
Sachiyo Sanada-Morimura (National Agricultural Research Center for Kyushu Okinawa Region)

8. Driving effects of insecticides on the species exclusion between two invasive whiteflies
Pan Huipeng and Zhang Youjun (Chinese Academy of Agricultural Sciences)

9. Characterization of two prophenoloxidases in Plutella xylostella
Dong Wei, Tang Baozhen, Shoji Sonoda, Liang Pei, Gao Xiwu (China Agricultural University and Okayama
University)

10. The metabolic resistance to pesticides of insect pests
Shi Xueyan, Gao Xiwu, Liang Pei and Song Dunlun (China Agricultural University)

28" TPSR International Symposium

October 7, 2011, Kurashiki Geibunkan Eye Theater
Crop Production in East Africa and Innovative Plant Stress Science
Organizer: Wataru Sakamoto and Maki Katsuhara (IPSR, Okayama Univ.)

1. Transposon activity and the erosion of genomic synteny
T. Wicker (Institute of Plant Biology, University Zurich, Switzerland)
2. Evaluation of stress induced-hydroxycinnamic acid amides of serotonin as nutraceuticals or pharmaceuticals
S-G. Lee (Bioenergy Research Institute, Chonnam National University, Korea)
3. Multilocational wheat trials in selecting for drought and acid soil tolerance in Kenya
P. Njau (Kenya Agricultural Research Institute, Njoro, Kenya)
4. International cooperation between Japan and Kenya in horticulture - Breeding, Production and Transportation
Y. Kubo (Grad. Sch. Natural Science and Technology, Okayama University, Japan)
5. Utilization of African wild species for productivity improvement under stress conditions in rice
M. Maekawa (Institute of Plant Science and Resources, Okayama University, Japan)
6. Citrullus and Jatropha: Harnessing plant genetic resources for biomass production in Botswana
K. Akashi (Grad. Sch. Biological Sciences, Nara Institute of Science and Technology)
7. Finally- understanding stress tolerance through genomics
H. Bohnert (Department of Plant Biology and Department of Crop Sciences, University of Illinois, USA)
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8. Strigolactone function and action: how can we reduce Striga infestation?
S. Yamaguchi (Grad. Sch. Life Sciences, Tohoku University; RIKEN Plant Science Center)

International Symposium “Strategies of Plants against Global Environmental Change”

December 8 - 10, 2011
Kurashiki Geibunkan
Organizer: Jian Feng Ma (IPSR, Okayama Univ.)

December 8

1. How does deepwater rice escape from flood?
Motoyuki Ashikari (Nagoya Univ.)

2. Internal aeration of submerged rice and wetland plants: leaf gas films, underwater photosynthesis, and oxygen transport
to roots
Tim Colmer (The University of Western Australia)

3. Molecular mechanism of formations of aerenchyma and a barrier to radial oxygen loss in plant roots
Mikio Nakazono (Nagoya Univ.)

4. Flooding tolerance: escape or quiescence
Rens Voesenek (Utrecht Univ.)

5. Transcriptional profiling during formation of a barrier to radial oxygen loss in rice (Oryza sativa L.)
Katsuhiro Shiono (Fukui Prefectural Univ.)

December 9
6. Phytochrome nuclear bodies and light signaling in plants
Meng Chen (Duke Univ.)
7. The molecular mechanism of growth regulation by phytochrome
Akira Nagatani (Kyoto Univ.)
8. PIF proteins control elongation growth in response to changes in the environment
Christian Fankhauser (University of Lausanne)
9. Regulation of stomatal opening by FT
Toshinori Kinoshita (Nagoya Univ.)
10. Phytochrome B signal transduction in Arabidopsis
Tomonao Matsushita (Kyusyu Univ.)
11. Plants responses to increasing metal concentrations in soil
Steve McGrath (Rothamsted Research Centre)
12. Two Arabidopsis ABC transporters important for tolerance to As, Hg and Cd
Youngsook Lee (POSTECH-UZH Cooperative Laboratory)
13. Regulatory networks of gene expression in abiotic stress response and applications for stress tolerance in plants
Kazuko Yamaguchi-Shinozaki (The University of Tokyo)
14. Strategies of plants to cope with Al toxicity on acid soils
Jian Feng Ma (Okayama Univ.)
15. Changes in mRNA stability associated with cold stress response
Yukako Chiba (Hokkaido Univ.)
16. Morphogengineering with auxin
Veronica Grieneisen (John Innes Centre)
17. Transportations of self-driven particles — Introduction to Jamology —
Katsuhiro Nishinari (The University of Tokyo)
18. Phloem transportation model in plant networks
Francois Feugier (Hokkaido Univ.)
19. Identification of genes controlling adaptation of annual growth rhythm in the conifer Norway spruce
Ulf Lagercrants (Uppsala Univ.)
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20. Studying gene function ‘in natura’ : Robust control of a flowering-time gene to detect seasons
Hiroshi Kudoh (Kyoto Univ.)

December 10
21. Cell proliferation and differentiation in Arabidopsis are directly linked through the action of the plant homolog of the
tumor suppressor protein retinoblastoma
Arp Schnittger (CNRS, France)
22. GIGAS CELLS1, a novel negative regulator of APC/C, is required for proper mitotic progression and cell fata
determination in Arabidopsis thaliana
Masaki Ito (Nagoya Univ.)
23. UPB1, which controls transition from proliferation to differentiation in the root tip
Hironaka Tsukagoshi (Nagoya Univ.)
24. Transcriptional control of plant cell growth
Christian Breuer (RIKEN Plant Science Center)
25. Evolution of a cell growth mechanism: genetic regulation and environmental control
Liam Dolan (Oxford Univ.)
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HERMZEY A & GERFIH - ERFZER S F3E)
(List of Joint Projects at the Joint Usage/ Research Center)

Wigeii 8 4 FrEt%E - ¥/ (Institution, Department) ‘ T % (Position) ‘ KX % (Name)
(Corresponding staff) MY, (Subject title)
BARKE - AW IRl B -
(Shimane University, Faculty of Life and #¥% (Professor) (Ishikawa. T.)
Environmental Science) v
a4 XFXF APX EREE N2V ¥y 7 AT 7 F VARERERE O fFpT
(Analysis of redox signal transduction using Arabidoposis APX mutant)
HRE R - PR AEH I Ky &d
(Shizuoka University, Faculty of Science) (Associate Professor) (Amano, T.)
WAy VXD FtsH 707 7 — B2 X 5 A b L ARFIZ BT 5 55 faEHE
(Degradation mechamism of chloroplast FtsH protease under stress condition)
JREREY: - FAERTSERE < Wy B
WA H (Hiroshima University, Faculty of Science) #kz (Professor) (Kusaba, M.)
(Sakamoto, W.) A4 A stay-green 2SR RE KB T NYCH DA - A L0958
(Physiological and biolchemical analyais of NYC4 gene of rice stray green mutant)
KBRKF: - KRB 7e AEH I A EE
(Osaka University, Graduate School of Science) (Associate Professor) (Takagi, S.)

I bV R T - BERAAILRAE O R R O]
(Co-localization of mitochondria and chloroplasts and its physiological relevance to stresses in
Arabidopsis mesophyll cells)

THRREE RS - WA EAvEEES < FH A
(Kyoto Sangyo University, Faculty of Life Science) #k (Professor) (Terachi, T.)

TR O AR R B 2 A L 722 b U AT PR O 756

(Chloroplast transformation technology and its practical use for generating stress-resitant plants)

WA H-
R R
(Sakamoto, W. and
Matsushima, R.)

SRS - oA HEHAZ b AL

(Tottori University, Faculty of Life Science) (Associate Professor) (Kaminaka, H.)

IR A OSSR 12 BT 2 SR BN - & R b L AR
(Factors and stress responses associated with symbiosis of Mycorrhizae with the achlorophyllous
monotropoid plant)

il B
(Hirayama, T.)

WILRS - BRRLHAIFFERE Bh# AR B
(Okayama University, Faculty of Science) (Assistant Professor) (Motose, H.)

) O NimA B F 7 — ¥ DA b L R ISE & TR BT 2 HEEEMAT

(Functional analysis of NimA-related protein kinases in stress response and morphogenesis)

PERY: - BIRTHEHL Y 5 — HEHAZ W

(University of Tsukuba., Gene Research Center) (Associate Professor) (Mizoguchi, T.)

HHOEA N LR BRI ~OIRE RIS 205

(Analysis of the response to constant light conditions)

IR - R A TR Bh#c I A

Pl B - (Hiroshima University, Graduate School of .
% ) Biosphare Science) (Assistant Professor) (Nakagawa, N.)
(Hirayama, T. and  f— - - — -
Mori, L) ISPV TREMAERICL S, BREY ZFIVIDEISHERE OIS
(Analysis of the effects of mitochondrial dysfunction on environmental stress responses)
KBRERKRT: « EFE = FHE T
(Osaka Medical College, Faculty of Medicine) bl (Lecturer) (Harada, A.)
Ca* ¥ 7 FIVIZHH L7ZHEA b L ARSI D5 T3 515t
% ) (Studies on Ca* signaling mechanisms in light stress)
(Mori, I.)

RILKRE: - KRB Laigeft - faft Ex
(Tohoku University, Graduate School of Engineering) #idz (Professor) (Uozumi, N.)

vuaA X F XL THREET 2 1 4 > F v 3V OGO AT

(Analysis of ion channel activities in Arabidopsis guard cells)
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HAHREE - A Ar P TE T

L
(Kyoto University, Research Institute for #3% (Professor) (éﬁé{gzaki K%
Sustainable Humanosphere) >
AR EEIINET 5 I Y a 7RO BERERAT
(Functional analysis of a membrane transporter inducible during SNF in Lotus japonicus)
BSE - B e SEHAN AR A T SRR R T SR FT ; e SE
It
(National Agriculture and Food Research (Seniioﬁijz ;; Eher) ’(gi—frﬁoseaés%)
Organization, Institute of Crop Science) v
BETHIEZ A RCEBEEDOT 74 DL AT 4 = 3 YHNOR%
i TR (Developmenet of trasngenic rice for As phytoremediation)
(Ma, J.F.) ~
TR - ATRTERA T N B T
(Hokkaido University, Creative Research Institution) pecially AbD (Miwa, K.)
Assistant Professor)
R 7RI ARIEB LA X DM~ DR T FRER L ARG
(Enhanced crop B stress tolerance by increasing expression level of B transporters)
ERRAE - AW R R VPR e
(Shimane University, Faculty of Life and . B ﬂ(% e
Environmental Science) (Assistant Professor) (Akihiro, T.)
LEBLOS FI Y 20%ICHDLHH N T ¥ AR— 5 — ORREMAT
(Functional characterization of novel arsenic and cadmium transporters)
FERY - BRRHSR (R A% KO
(Niigata University, Faculty of Agriculture) (Associate Professor) (Sueyoshi, K.)
R R 2 A LREFE A b L 2T 5 Wil O I &5k o i B
%Jiﬂl %@% (Stud})f of response mechanisms to nitrogen-starvation stress through nitrate transport system in
1H plants
(Ma, J. F. and — — — —
Yamaji, N.) EATKS: - BB EZEH HEHIZ LB KRB
(Kochi University Research and Education Faculty) | (Associate Professor) (Ueno, D.)
A SO I VTP BS- 2 Wik o W g
(Identification of transporters involved in high Mn tolerance in rice)
(Kyoto University, Research Institute for ) e
Sustainable Humanosphere) (Assistant Professor) (Sugiyama, A.)
IV a7 THERES 5 ALMT O A1
(Physiological roles of ALMT functioning in nodules of Lotus japonicus)
N JRERY - RFEBEAWEEHFA I 7eE) ; - % s
LA ‘(i%ﬁ' (Hiroshima University, Graduate School of (A .(ﬁzjgi ‘ ) ?&;ﬂﬁ . fn;
fk % K47 Biosphere Science) ssociate Professor azaki, J.
(Yamamoto, Y. and ————— - -
Sasaki, T.) ) VR Z BRI Y VN7 B OO &5 H
(Analyses and applications for transport proteins induced by phosphate-deficiency)
WORHF LR+ KPP B A BRI R A 7t B WA
(Kyoto Prefectural University, Graduate School of #Hd5% (Professor) (Shiina. T.)
Life and Environmental Sciences) v
W ORI E - A b L RISE & FERRK Ca™ ¥ 7 v
(Biotic and abiotic stress responses in plants and chloroplast Ca** signaling)
L TR - WA R Lise e v & — B =1
e % *%ﬁ . (Ehime University, Cell-Free Science and Technology #H¥% (Professor) (Tozawa. Y.)
A 7 Research Center and Venture Business Laboratory) zawa, X.
(Sasaki, T. and - . ——
Yamamoto, Y.) Ll AR V- O G & BRAE AT
(In vitro synthesis and functional analyses for the membrane transporter proteins)
THRF VLR AE - REEREAE v BRBERL AT Se R 4%
(Kyoto Prefectural University, Graduate School of . B RIH . EA
HE Pk (Assistant Professor) (Morita, S.)

(Katsuhara, M.)

Life and Environmental Sciences)

AXDHAY) 7L/ F M) 7 LEEAR HKT & HAK ORFHEYEC B 2 8RR O T
(Functional analysis of potassium and sodium transporter HKTs and HAKSs in rice)
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HE EAXR
(Katsuhara, M.)

BRSERRABAERBERY -5 A 4 94 2o AR HRILAE B —
(Nara Institute of Science and Technology, (Specially Appointed (Fukao. Y.)
Graduate School of Biological Sciences) Associate Professor) v
U A XF AFRITBITF S ABC ik Kk PDRI O FEREMAT
(Functional analysis of an ABC-transporter PDRY in Arabidopsis roots)
RRUESERS: - EWREETR .
N : Bh# WA b
(Tokyo Umversmy Qf Agriculture, Faculty of (Assistant Professor) (Sakamoto, H.)
Bioindustry)

79 ORI ET IS T A AT O s a—= Y
(Cloning of genes corresponding to salt-dependent growth of Salicornia europaea)

RS - AEEET S 3y b5 At 4
R e . HEZ Iz S
(Miyagi University, School of Food, Agricultural (Associate Professor) (Kasahara, S.)

Bk 2L and Environmental Sciences)
(Suzuki, N.) 2 ) ARG R MAPK 5 5 1{mE R &~ 4 a7 4 )V A8 - SR Bl L OBk
(Roles for MAPK signaling cascades of the chestnut blight fungus in replication and symptom
expression of mycoviruses infecting it.)
Py Y Yt >
~ TIRRF - BT " WO IR
f"ﬁ’?ﬂ% 4?%9% : (Ehime Univ., Faculty of Agriculture) #kz (Professor) (Nishiguchi, M.)
j\— £N |22 N N N \
(Suzuki, N. and YuARXFAFIIBIT B MNET AV ARBPER T O HLEE L RN
Kondo, H.) (Isolation and characterization of host factors responsible for symptom induction in Arabidopsis
thaliana by tobamoviruses)
TR - REEBE R AT 7Rt < Bt g
(Kyoto Univ., Graduate School of Agriculture) #dz (Professor) (Sakai, Y.)
TR S 5 CL R O 53 iE &AW - SR BAH AR O AT
. g (Isolation of C1 microorganisms inhabiting phyllosphere, and analysis of plant-microbe interaction)
=) N, ALY
(Tani, A.) B R - LA " ol |
(Shizuoka University, Faculty of Engineering) #dz (Professor) (Kinbara, K.)
TR R 2 AR5 2 e & R U 72 BEARIEBRIC & 2 KBRS HAlT D B 58
(Development of plant hydroponic cultivation technique utilizing plant-growth promoting bacteria
and wastewater circulation.)
FF RS - RFBE i 7e st Bz Tk SR
(Kobe Univ., Graduate School of Agricultural Science) (Professor) (Tosa, Y.)
F A A FOLKLTEN S BIFHIBUEIC G- 3 2 B GBI THE Rmo2 O EFY]
(Identification of structure on complex locus Rmo2 showing various resistance reactions to barley)
(Kanazawa Umversmy,cje\r?tvea;nl)lced Science Research (Associate Professor) (Nishiuchi, T.)
el A uA XFAFTHASNRPOHIRIERE T O 4+ 2 F OISR
(Sato, K.) (Advanced research in barely on Fusarium resistance gene identified in Arabidopsis)
P AIRERT - KR AR v S — e HH A
(RIKEN Plant Research Center) BF7EE (Researcher) (Sawada, Y.)
FFALFXFDORX YR —20 QTL N (QTL analysis on barley metabolome)
HHRRE - RAEEZERE bi# R ZE H P
(Graduate School of Agriculture, Kyoto University) | (Assistant Professor) (Nasuda, S.)
FA LX) I RIS U723 L X7 ) AT DR 8
(Construction of basis of wheat genomic analysis based on barley genomics)
e A - HALAREERT - AR A7 > & — et 7 =] FelH B
BH Kl (RIKEN Plant Research Center) (Senior Scientist) (Mochida, K.)
(Sato, K.and | pop ¥ 057 ) 17 4 FEREPERRNTIC X 5 A7 S T4
Saisho, D.) (Gene discovery by genome wide variation analysis in barley)
o IR - AR , < . o
WAl K - (Fukui Prefectural University, The Faculty of .{E%ﬂi ARl S
feE RE Biotechnology) (Associate Professor) (Matsuoka, Y.)
(Saisho, D. and - ——— -
Sato, K.) FAR a2 AFOMESEFF 2oV N) 12— 3~

(Natural variation for salt tolerance in Aegilops tauschii Coss)
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VLSRR - HE BRI
N (Prefectural University of Hiroshima, Faculty of
KM H Life and Environmental Sciences)

HEHAZ fak =

(Associate Professor) (Fukunaga, K.)

(Taketa, S)
7 7 PPO AR T O s Z A & F o &% PPO R T L DMK
(Varietal variation of PPO genes in foxteil millet and comparison with barley PPO genes)

¢ B . ZHERY - REBREWE RS - B wfT
E{h}jﬁgg biDN (Mie Univeresity, Graduate School of Bioresources) #kz (Professor) (Kakeda, K.)

(Taketa, S.and | o o 2 FPREMBRET (Nud) OBERE & ML 2%

Sato, K.) (Function and differentiation of barley covered/naked caryopsis gene (Nud))
. BV FRALBL 7R - AL 525 o
Rl ‘(%%\' (Kansai University of Welfare Sciences, Department #¥% (Professor) (Yzijniimog,%/[ )
H & of Nutritional Science for Well-being) ’

(Nagaki, K. and — N

(Analyses of centromeres and construction of artificial chromosomes in Allium specie)

FEGEE W AR SR - BT Bh# R —3%
(National Institute for Basic Biology, Tsugane Group) | (Assistant Professor) (Tsugane, K.)

PIFEPE DNA R 5 VR ¥ 2 W 72885 TH:0C & 2 BEBETE A 4 O Vel
(Development of environmental stress- tolerant rice by reverse genetic method using endogenous
HJI A= DNA transposon)

(Maekawa, M.) AR - AR A EE
(Ishikawa Prefectural University, Faculty of ARG (Lecturer) KM

Bioresources and Environmental Sciences) (Takahara, H.)

BEEMAMZ X 2 A A TR ORI & BIR T O E

(Screening of rice transposon-tagged lines showing specific interaction to environmental microbes)

T E R - SRR AL T SE T M B
. (Kibi International University, Research Institute of #¥% (Professor) (Kanow. Y.
Ll 30— Health and Welfare) b

(Ezaki, B.) — - - -
HOWEREERINGEE o a v & v I ERROE
(Study of high recovery of metal resources in the mutants of Funaria hygrometrica)
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