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2 Events of nuclear reorganization during X-chromosome
inactivation (3Cfk2 & Y 51H)
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Transcription %

HET iy

APC K (18%), i (36%)

BRCA1 FUE (29%)

CDH1 i (59%), L (48%), RoLFEIEH (56%)

CHFR g (19%), KiHe (40%)

ER FLiE (49%6), mizHRE (100%)

GSTP1 RIAZBREE (75~100%)

LOX BiE (27%)

MGMT KIGHE (26~40%), MREBHE (40%), U v /758E (25%), HTHE (619)
MLH1 MSI BRI (229%), MSI Btk (71%)

P16 A (31%), BiE (41%), KiiE (40%), v »/5HE (15~67%)
pl5 SV EsErEE IR (65~85%)

RARB filisg (41~81%), #Lig (81%)

RB HAEEIE (16%)

VHL B (19%)

WT1 KIGFE (68~74%)
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# 2 Genes frequently methylated in haematopoietic malignancies

Acute myeloid leukaemia

p15,  E-cadherin, SOCS-1,
HIC1, RARB2, ER

p73, DAPKI,

Acute lymphoid leukaemia

E-cadherin, p16, p15, p73, DAPK1, MGMT

Lymphoma

DAPK1, p73, pl6, MGMT, GSTPI1,
RARB2, CRBP1, hMLH

Multiple myeloma

p15, p16, SOCS-1, E-cadherin, p73, DAPK]1,
PF4
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[X] 3 Colocalization of genes in nucleus for expression or

coregulation (3CRk 2 £ 0 51H)
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